
SEQUENCE LISTING 

1 GATCAGCGCG GTGGCGTCGT CGGCGTCCAG CTCGTTCTGC GTGGCGGACG 

51 GCAGCGCGAT GTCGGCAGGC ACCTCCCAGA CCCGGCGGCC CGGCACGAAG 

101 CGGGCCGAGG CGCCGCGGCG CTGGGCGTAG GTGTCCACGC GGGCGCGTTC 

151 GACCTCCTTG ACCTGCTTGA GGAGGTCCAG GTCGATGCCC TTCTCGTCGA 

2 01 CGACGTAACC GGAGGAGTCC GAACACGTCA CGGCGTTGGC GCCCAGGCJCG 

251 GCGAGCTTCT GGATGGTGTA GATGGCGACG TTCCCGGAGC CGGACACGAC 

301 CGCCGTCCGG CCTTCGAGGG TCTCGCCGCG CTCACGCAGC ATCGCCGCCG 

351 CGAAGAGGAC GTTGCCGTAG CCGGTCGCCT CCGGACGGAT CAGGGAGCCG 

401 CCCCAGTTGC GGCCCTTGCC GGTGAGGACG CCCGCCTCCC AGCGGTTGGT 

451 GATGCGCCGG TACTGACCGA ACAGATAGCC GATCTCCCGG CCGCCGACGC 

501 CGATGTCGCC CGCGGGCACG TCCGTGTGTT CGCCGATGTG CCGGTACAGC 

551 TCCGTCATGA ACGACTGGCA GAAACGCATG ACTTCCGCGT CGCTGCGGCC 

601 GCGCGGGTCG AAGTCGCTGC GGCCCTTGCC GCCGCCGATG CCGAGGCCCG 

651 TCAGCGCGTT CTTGAAGATC TGCTCGAAGC CCAGGAACTT GATGACGCCG 

701 AGGTTCACCG ACGGGTGGAA GCGCAGGCCG CCCTTGTACG GGCCGAGGGC 

751 GCTGTTGAAC TCCACCCGGA AGCCGCGGTT GACCCGCACG CGACCGTGGT 

801 CGTCCTGCCA CGGCACCCGG AAGACGATCT GGCGCTCCGG TTCGCACAGG 

851 CGCTCGATCA GGCCGGCTTC GGCGTACTCG GGGCGAGCCG CGATGACCGG 

901 CGCCAGGGTC TCGAGGACCT CGCGGGCGGC CTGGTGGAAC TCCGGCTGGG 

951 CCGGGTTGCG GTGTTCGATC TCGGTGAGCA GCTGGGAGAG TGCTGTCTTC 

1001 TGCGAGAGAG CTGTCTTCGT GTCGGGTCGC GTGGTCAAAG GAGCCCTTTC 

1051 TGGCACGGCC GGCGTAGGCG CTCGGCGCCG TTGCCGTGCG CAGGGAGACG 

1101 CTCGAGCCGC AAGTATGACG CGCATGTAAA CACAGCGACC AGCCCCCCGG 

1151 TCCAGGGAGT GACCACCATG CGAGACCGGG CCACCGGTAG GGCCACCGGT 

12 01 CCGGCCTGCO GACCCCGTGT CACTTCCGGC TCGCGGCCAG GGGTGCCGCC 
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12 51 CGGCGGACCG AATCGGCGGA GGCGGCCAGC AGTGGCATGC GGACGGCCGG 

13 01 GCTGGGAATG CGGTTCTGGG CGTGCAGCAC TCCCTTGATC ACCGTCGGGT 
1351 TCGGTTCGGT GAAGAGGGCG GCGGAAAGGC GGGCGAGGTC GGCTCCGAGA 

14 01 GCGCGGGCGG GTGCGGCGGA GCCGCGTCGC CACAGCGCGA TCATCTCGGC 
14 51 GTAGTCGGCG GTACGCAGAT TGGCCGACGC CACGATTCCG CCGTGGGCGC 
1501 CCGCAGCGAC CAGCGGCGAG AGGACGATGT CGTCACCGCC GAGCACGQCG 
1551 AAGCCGGGCA GGGGCGAGTC GAGCAACTCC ATGGTGGTCG GGTCGATCGA 
1601 GCCGGTCGCG TGCTTGATGC CGACGACCTC CGGCAGGCGG CCGAGTGCGG 
1651 TGATCGTGCC CGCGCCGAGC GTCTGCCCGG TGCGGTAAGG GATGTCGTAC 
1701 ACGACCAGGG GGAGGCCGCC GTGCTCGGCC AGCGCGGCGA AATGAGCCAG 
1751 GGTCCCCGCT TCCCCGGGGC GGATGTAGGG CGGCGCGGGG ACCAGCGCGG 
18 01 CGGCGACGTC ACCCCGGGCC GCCAGCTCTC GCAGGGCCGT GATGGCGGTG 
1851 GCGGTGTCGT TGGTGCCCAC CCCGACGATG AGCGGTGCCC CGTGTGCCCG 
1901 GCACGCGGCC GAGCAGACGC GGATCACCGT CTCTCTCTCC TCGGCGGTCA 
1951 GTGTGGCGGC CTCGGCGGTC GTACCGAGGG CGACGAGCCC GGAGGCGCCG 
2 001 GCCGACAGCG CCTCGTCGGC GAGTCGGGCC AGCGCCTCGG GGGCCAGGCG 
2051 CAGATCGTCG GTGAACGGAG TTACCAGGGG GACGTACAGG CCGTTGAAGA 
2101 GCGGTTCGGT GGTCGGTTCG AGGCTCGATG CGAGGGTCAT GCTCTTACCC 
2151 TGGCCCACGC CACTCGGTAG ATCCATTTCA GATTCCTGCC GTCACACCTA 
22 01 AGCTGAACTT ATGCTCGATG TCCGTCGCCT CCATCTGCTC CGCGAACTCG 
22 51 ACCGGCGGGG CACCATCGCC GCCGTGGCCG AAGCGCTGAC CTTCACCGCG 
2301 TCCGCCGTCT CCCAGCAGCT CGGCGTGCTG GAGAGGGAGG CGGGCGTGCC 
2351 GCTGTTGGAA CGCAGCGGCA GGCGCGTGGT CCTCACGCCC GCAGGACGCT 
24 01 CCCTCGTCGC ACACGCCGAC GCGGTGCTGA ACCGTCTCGA ACAGGCGGTC 
2451 GCCGAGCTGG CN3GGCGCACG GGACGGCATC GGCGGGCCGC TGCGCATCGG 

2 5 01 GACGTTCCCT TCCGGCGGCC ACACCATCGT CXTCCGGCGCG CTGGCCGAAC 
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2 551 TGGCCTCTCG TCACCCCGCG TTGGAGCCGA TGGTGCGGGA GATCGACTCC 

2 601 GCGCGCGTCT CCGACGGTCT GCGGGCCGGT GAGCTGGACG TGGCCCTCGT 

2 651 ACACGACTAC GACTTCGTAC CCGCGACGCC GGACACGACC GTGGACGAGG 

2 701 TGCCTCTGCT CGAAGAGCCG ATGTACCTCG TCACCCATGC CGCGGACACT 

2 751 GCCACGGACT CCGGCTCCGG GAGCACACTG GCAGCGCTGC TCGGGCCCTG 

2801 TGCCGAGGTT CCGTGGATCA CGGCGCGGGA CGGCACGACC GGTCACGCGA 

2 851 TGGCTGTACG CGCCTGTCAG GCCGCCGGGT TCCAGCCCAG GATCCGCCAC 

2 901 CAGGTCAACG ACTTCCGCAC GGTGCTGGCT CTGGTCGCCG CCGGGCAGGG 

2 951 GGCCGGGTTC GTGCCGCGGA TGGCCGCCGA GCCGAGCCCC GGGGGCGTGG 
3001 TGCTCACGAA GCTGCCGCTG TTCCGTCGCT CGAAGGTCGC GTTCCGTGCG 

3 051 GGCGGCGGTG CCCATCCGGC GATCGCCGCT TTCGTGGCCG CGGCGACGAC 
3101 GGCGGTCGAA CGCATGGCGG GTTCACGAGG CCCGGCCGGC GGCTCTGAGT 
3151 GAACCGGCCG ACCGTGGGAA TGTGTGTGCC CTGGGCCGCA CCATTCGTGG 
3201 CCTGGTGACG TCCTGGCGAC GTCCTGACGT CCTGATGTCC GAACGAGAAG 
3251 GCGATTTTCC GCGATGGCCG ATGACGCGTA CCTGTTCCTC ctccccgacc 

33 01 ggcacccccg actgggagcg gccctcgccg ccgtcggtgc cttggaatgc 

3 351 ACGGAAACCC CTGCGGTGCA CGCCTGGTTG CAGGCTCATG AGGCCTCCGT 

3401 GTCCTCGGAA CAGGTCAGGA TTCTGCCCGC CGATGCCGAG ACACTCATCC 

3451 CGAAGGACGC CGAGCGGCTG CCGGTGCCGT TGAGCGAGGA GGAGGCGCTC 

3 501 AAGGTCGAGC AGGAGTGCGC GCCCCAGACC GTCACGGACA TGGAGAGCGA 

3551 ACTGCTCGCG TTCCGGGAGA CGACCCAGGA CTGGCAGGCC CTCGTGCACC 

3 601 GGGCCCTGAC CGCGGGCATC CCCGCGCAGC GCATCGCCCG GCTGACCGGA 

3.651 CTCGACCCGG AGGAGATCGG CCGCCTGTAG GCGCTAGCGG CCGCCCAGTG 

3701 CGGACACCAG GATGGCGACC GTGACGGTGT TGAAGACGAA GGCGATGACC 

3751 GTGTTCGCC?G CCACGGTCCG TCGCATGTCG CGTGAGGTGA CGTCGACATC 

3 801 GGTGGTGCCG AACGTCGTCA TCGCGGCCAG GGCGAAATAG ACGTAGTCGG 
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3 851 CCCAGGCGGG ACTCCGCTCC CCGGGGAATT CCAGTGCCCG CTCGTTCTCC 

3 901 ACGAGGTTGT CGGCCTGGAA GGTGACGGCG AAGGCCACGA CCACGCAGAT 
3951 CCAGGCGGCG ACGACCAGGG CGAGCGCCAC CAGGGTGCGG GGGAGCGCGG 

4 001 AGAAGGTGGT GCTGAGGTGG CCGGGAAGCC ACAGCACCGC CACCACCAGC 
4 051 GCGGCAGCCG CGATGAAGAG CGAACCCCCG GGGCCGGGCG CGGTTCCGAG 
4101 GACGTAACGC TGCAGGAATG TGCCGCGGGC TTCGCGCCGC GCCCAGGAGC 
4151 GGACCTGCTC CGGAGCGACG CTCACGAAGA CGGTCATGGT GATGGCGAGG 
4201 TAGGGCAGCA GGTAGGCGAA GAAGACGAGC ACGCCGACAT CCGCTGCCGA 
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SUBSTITUTE SHEET (RULE 



5151 GCCTCCAGCT TCGCCGTGGT CGCCCTCGCC TCCTGGGTTC CCTGGGCGCT 

52 01 GGCCAACGCC CTGGTCGCCG TGGTCTCCAC CGTCGTCGCC ACCGAGCTCC 
5251 ACGCCCGCTT CACCTTCGGT GCGGGCGGGC GCGCGACCTG GCGGCAGCAC 

53 01 GCGCAGTCGG CCGGGTCCGC GGCGGCCGCG TACGCGGTGA CCTGCGTGGC 
5351 GATGTTCGTC CTGCAGCAGC TGGTGGCGGC GCCCGGCGCG GTGCTCGAGC 

54 01 AGGTCGTGTA CCTGTCGGCC TCCGCGCTCG CCGGTGTCGC GCGGTTC^TG 
5451 GTGCTGCGCC TCGTCGTCTT CGCCCGGAAC CGCTCGCTGC CCGCCGCGGC 

55 01 CGCCGTGCGC ACCGCGCGTC (fcGTGCGTCG CGTGCCGGCG CCCGTGCCCG 
5551 CGACCGTGGC CCACGCCGCA TCGCGCCCGG CCGGCCCCGC GGCGCTCTGC 
5601 CCCGCCGCAT GACTCCGTGC CCGCATGTTT GTGCCCCCGG TGCTCCGTGC 
5651 GTCCGGGGGC GGGGTGGGCG TCGTGCCCGG GTGGTCCAGG GGTCACGCGG 
57 01 TGGTGTGTGC CAGTTCCTGG CCGAGGTGGT GGGCGAGCTG TGCGGGCGTG 
5751 GGGTTCTCGA GGATGGCGAC CATCGCGATC TCCATCCCGG TCAGCGTCAT 
5801 CAGTGTCTTG GTGAGCTCAA GGGCGGTGAG GGAGTTGAGA CCGTTCTCGA 
5851 GGAAGTTGCT GTCGTCGCTG AGGGTGGTGT TCAGAAGGGT GCCGGCCTGG 
5 901 GTGCGGATGG TGTCGGTGAG GAGCTTCTCG CGCTCCTCGG GGGTGGCCGC 
5951 GGCGAGCTGC TTCTCCAGCT CGGTGGCGTC CTGGCCGGAG GTGTGGTCGG 
6001 TGCTGGTCAT GACTGCTCCT GTGTGAGTGA GGTGTTGGCG GGGGTCACAC 
6051 CGCGGCGTGC GCGGTGTGGT CGTGCAGCCA GTAACGCGTG GCCTGGAAGG 
6101 AGTACGTCGG GAGGTCGATG GTCCGGGGGT GGGGGGTGCG CCGGACGAGA 
6151 GGGGTCCAGT CGACGGTGCC GCCCGTGGTG TGAAGCCGCG CGAGGGCGGT 
62 01 CAACAGGGCG CTTACGGCGG AGGTTTGCGT GCCTTCCGGT GAGAGCGCGC 

62 51 CCAGGTGGAG AAGCGTGTGG GTCTCGGGGG TGGGGGGTGC GGTGGGGGCC 
6301 GGCGAGGTGA GGTGGTGGTG CCAGTAGTCG GCGGAGGCGA TGGGGGTGTC 

63 51 GGCCGGGGCA GTGCTGGTGA GCGTGAGCGT GGCGCGTTGG AACGTCAGCT 
6401 GCTTCAGCAC GGGCTCGTAG GCGTCGGGCG GAGCCGGTTG TTCACCCTCG 
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64 51 GCGGCCTGGG CGGCAGCGGC GTGGGCGGCG GCCAGGCGGC ACGCGTCGTC 
6501 GAGGGTCAGG ATTCCCGCGG CGTACGCGGC GGCGATGTGG CCGACACCGT 
6551 CGCCGGTGAG GGTGTGGGGG CGTACCCCCG TTTCCAGGAG CAGCCGCGCG 
6601 AGCGCGGTGT GGACCGCGAA GCGCGCCAGT TCGGAGTGGG GAGTGGGGAG 
6651 GGGAGTCGGC AGATGGGTGT CGAGGAGCGC GCGCGCTTCG TCGAAGGCGG 
6701 ACGCGAAGAG CGGGAACGCC GAGTGGAACT CGGCACCTCC GAAAGCCdbG 
6751 CCGAATGTAG CGCCGAATGT CGCGCCGGGT TTGGCTCCGG GTGCCGCCCC 
6801 CGTCGTCACC CCGTCGGCCG GGCGGCCGTC GAAGTGCCAG GCGATCTTCT 
6851 TCGGGCCGGC CCCGGGCGTG GACCTGACCA GGTCCGGGTG GTCCTCTCCG 
6901 GCGGCCAGGG CGCGGGCGGC GGCGAGGAGT TCGGTGTGGT CGGTGCCGGT 
6951 GAGGACGGCG CGGTGTTCCA GGGGGCTGCG GGTGGCGGCG AGCGAGTAGG 
7001 CGACCTCGGC GGGGGAGGGC GCGGGGTCGG TGGCCGCCAG GTGGGTGACG 
7051 AGGGCCTTCG CCTGTGCCCG CAGGGCCTCG GGTGTACGAG CGGACAGGCT 
7101 CCAGGCCACC GGGAGTTCCG GGGCAACGGG CGACGTCTGG TCGCGGGCGG 
7151 CATCCGGCAC CGGAGCCTCG TCCACCGGCG GCTCTTCGAG GATGAGGTGC 
7201 GCGTTCGTGC CGGACGTGGC GAAGGCGGAG ATGCCGACCC GGCGGGGCTC 
7251 CTCGCGGCGG GGCCAGTCGA CCGCCTCGGT GAGCAGCCGT ACCGCGCCCT 

73 01 TCTTCCAGGC GGCGAGGGGC GTCGGGCGGT CGACGTGGAG GGTCGGCGGC 
7351 AGGGTGCCGT GCCGGAACGC CTGGACCATC TTGATGAGCG CGGCCGCACC 
7401 CGCGGCCCCC TGCGTGTGCC CCGTGTTGGA CTTGACGGAG CCGAGCCACA 

74 51 GGGGCCGGTC GGGGGAGCGG TCGGCGCCGT AGGTGGCGAG GAGGGCCTGG 

75 01 ACCTCGATGG CGTCGCCGAT GGGGGTGCCC GTCCCGTGCG CCTCGACGGC 
7551 GTCGATCTGG TCCGGGGTGA GCCCGGCGTC GGCGAGGGCG GCGCGGATCA 
7601 CATGCTGCTG GGAGGGGCCG TTGGGGGCGG CGAGGCCGTA TCCGGCGCCG 
7651 TCCTGGTTGA CCJGCGGAGCC <3CGGATGACG GCGAGCACCG GGTGGGCGTT 
77 01 CTTCCTGGCG TGGCCGAGCC GCTCAAGCAG GACGAGGCCG ACGCCTTCAC 
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7751 CGAGGCCCAT GCCGTCGGCC GCGGCGGCGA ACGGTTTGCA ACGGCCGTCC 

7801 TGCGCGAGCG ACTTCTGGTG GGCGAAGGCG TGGAAGGTGT GCGGCGTCGA 

7 851 CATGACGGTG CCGCCGCCGG CGAGGGCGAG GCCGCACTCC CCGCGGCGCA 

7 901 GCGCCTGGCA GGCCAGGTGG AGGGCGACCA GGGAGGACGA GCAGGCCGTG 

7 951 TCCACGCTGA TGGCGGGGCC CTCGAGGCCG AGGGCGTAGG CGATGCGGCC 

8001 GGAGACGAGG CTGCCGGACG TGCCGCCGCC CAGATAGGGC AGCAGCTCGT 

8051 CGGGCGCGGT CTCGAGCCGT GTCGCGTAGT CGTGCCCGGT GGCGCCGACG 

8101 TAGACGCCGG TGAGGGTGGA GCGCAGGGTG TGCGGGGCGA TGTGGCCGCG 

8151 TTCGACGGTC TCCCACGCGA GGTGGAGCAT GAGGCGCTGG AGGGGTTCGG 

8201 TGGCCACGGC CTCGGTGTCG CTGATGTCGA AGAAGCCCGC GTCGAAGCCG 

82 51 GCCGCGTCGT CCAGGAACCC GCCGAGCTCC GCGTACGGGC GTTCCTCGGG 

83 01 GAGTTCCCAG GCGCGGTCGT CGGGGAAGCC GGTGACGGCG TCGCGGCCCT 

83 51 CGGACACCAG ATCCCACAGG TCGTCCGGGG TGCGGGTCTT GCCGGGCAGC 

84 01 CGGCAGGCCA TGGAGACGAC GGCGATCGGC TCGTGCTGTG CGGCCTTCAG 

84 51 TTCGCGCAGC TGCTGCTGGG CCTGGTGGAG CTCGGCCGTC GTCCACTTGA 

85 01 GGTATTCGAC GAGCTTCTCT TCGTTCGCCA CGGGAATGGT CAGCCTTCCT 
8551 GTTCTCGCGC GTGAAGCCTC AGGTGGGACG AGGTCGGGCA AGGTGGGCAG 

86 01 GCAGGAGCCG CGCGCTGTGG GTGCCAGGGT CGCCGCGGCT GCTTAAGCGG 
8651 GTCTAACTCC CGCCTTGCCG CCGGGCATCG CCTCGCACGA GCGGGCCAGC 
8701 AGCAGGAGGT CGGCGGCGAT CTCX3TCGGGT GCGCCGGCGT GCAGATCGTG 
8751 GTCGGAGCCC GGGTACCAGC GCACGCTCAC CTGCTCCAGG GCCGCCTCGG 
88 01 CGGCGGCCAC CCAGGCCCGT ACCTGGTCGG ACAGTTGGGG GATGGCGGGG 
8851 ATGAGGGGCA GCAGCCGCAC CGGCACGGTG ACCTTGGGAT ACCAGTCGGC 
8901 CGGTGCCTCC COTTGCAGGC CGGCGACGAT CGACATGACC TGTGTCGAGG 
8 951 TCAGGCGGGG GATGAGCAGG CCGTCCGGCC CGACGCGGTA GTCCGCCAGG 
9001 CGTGCCTCGA TGGACGTGGG CGACCAGTCG GGATGGGTGG CCCGCAGGTA 
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9051 GGCGCGCATG TCGGCGGCGC TGGTGGTGCC CTGCTGGGCG CGCCGGACCA 
9101 CGTCGGCGGT GCGCTCCCAG AAGGCGCGCA TCACCGGTCC GTCGAACTCG 
9151 TACCAGCCGC CGTCGATCA<3 GGCGAGACCG GCCACCAGGT CCGGGTGCTC 
9201 GGCCGCCAGG CGCAGCGCGA GGTGCGCGCC CCAGGAGTGC CCGGCCACCA 
9251 GTGCGCCGGA CAGGTCGAGG GCGGTGACGG CCGCCACCAG GTCGGTGACG 
93 01 ACCGTCGCGT TGTCGTACCC GTCGGGCGGG GTGTCCGACT CGCCGTG^CC 
9351 GCGGTGGTCG ACGGCGTAGG CCGGGTGTCC GGCGGCGGCG AGACGGGCGG 
9401 CGACCTCGTC CCACATCCGG GCGTTCGACA GCATGCCGTG CAGCAGCAGG 
9451 AACGGACGGC CCGGGGCTCC CGGCCCGTCC GCGGGCCGGT ACCTGACATT 
9501 GAGGGAGACG GTCTGCGAC7V CGGGGATGCG GAGGTTCTTC ACAGGCGGGC 
95 51 CCTTGTGATC CCTTGTGCTG GGGGAGGAAA GCGGGGGCGG CACGCTCAGG 
9601 GGCGCTGCGC GGTCGCGAAG ATGTATCCGA GCTCGGGCAT CTTGCCGAGG 
9651 GCCGCCTGGT TGTGCAGGAA CAGCTCGTAT CCCTCTACGC CGATGATGTC 
97 01 GACGTACTCG TCCCGGTGGG CGCGGATCCA CTCGACGTAA CCGTCGTAGG 
9751 TCTTGGGGGT CTCGCGGGTG ATGTCGGTCA GTTCGAGGAC GGTCCAGCCG 
9801 GCGGCGCGGA AGATGTCGGG GTAGTCCCCG ATGTCGGTGA GCGCGGCGTA 
9851 GATCGTGGTG TCGCTGACGG TGGCGGTCCG GGGCCGGCTG GGATCGGGGT 
9901 TGAGGTAGAC CATGTCGGCG ATCGGCATCC GCGCGCCGGG CTTCACGACG 
9951 CGGTGGGCCT CGGTGAGCAC CTGCTGCTTG TCCGGCATGT GCAGCATGGA 
10001 CTCCAGGGCC CAGCAGTGGT CGAAGGAGCC GTCGTCGAAC GGCAGGTTCA 
10051 TGGCGTCGAC CTGCTCGAAG CGGACCCGGT CGGCGAGGCC GGCCTCGCGC 
10101 GCCCGGCGGT TGCCGCGCTC GACCTGGCGG GCGGTGACGG AGATGCCGAC 
10151 CACCTCGACG TCGCGGGCGC GGGCCAGCTG CATGGCCGGG GTGCCGTTGC 

102 01 CGCAGCCGAT GTCGAGGACG CGGTCGCCGG GGGCCGGGTC GAGGCGGCGG 
10251 ATCATCTCGT CGGTCATCTG GACCATGGCC TCGTCGAACG TGGCCTGCTG 

103 01 CTCGCCGCCG TCGAACCAGT AGCCGTAGTG CAGATTGCCG TCTCCGAGCT 
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103 51 GAGTCATCAG GTCGAAGACC TTGTGGTCGT AGTAGTGGCC GATGTCGCTG 

10401 GGCTCGGGGG CGACGGTCTT GTTCACCGTC GGGGGCTTCT TGGTCGTCGC 

10451 GTTCTTCGTC ACGGCTTCAG CGTCACCGTG CGGCGGCAGG CGCCACAACC 

10501 CCACCCCCGC CCCTCAAAAG CCCCTATGGG CCCTCCTCGA CCGCCCCTAG 

10551 GGAGCTGCTC TTGACGCGTT CCATACGGAA CGGGTGGTAC CCCTCCGAAA 

10601 AAAATGAGAG TACGCTCCCA CTAGATATTG AGCTCTCTTT AGGAGGTcfOA 

10651 CTCCCATGTC TGCTGATCTG GGTGCGCGGC GGTGGTGGGC CGTCGGTGCT 

10701 CTCGTACTCG CCTCGATGGT CGTGGGCTTC GATGTGACGA TCCTGAGCCT 

10751 GGCGTTGCCC GCCATGGCCG ACGACCTCGG CGCGAACAAC GTCGAGCTGC 

10801 AGTGGTTCGT GACGTCGTAC ACGCTGGTGT TCGCGGCCGG CATGATCCCG 

10851 GCCGGCATGC TCGGTGACCG GTTCGGACGC T^GAAGGTCC TGCTCACCGC 

10901 CCTGGTGATC TTCGGTATCG CCTCGCTGGC CTGTGCCTAC GCGACGTCCT 

10951 CCGGCACCTT CATCGGCGCG CGTGCGGTGC TCGGTCTGGG CGCCGCGCTG 

110 01 ATCATGCCGA CGACGCTGTC GCTGCTGCCG GTCATGTTCT CCGACGAGGA 

11051 GCGGCCGAAG GCCATCGGAG CGGTGGCCGG TGCGGCGATG CTCGCCTATC 

11101 CGCTCGGCCC GATCCTCGGC GGCTACCTGC TCAACCACTT CTGGTGGGGC 

11151 TCCGTCTTCC TGATCAACGT GCCGGTGGTG ATCCTCGCCT TCCTCGCGGT 

11201 CTCCGCCTGG CTGCCCGAGT CCAAGGCCAA GGAGGCCAAG CCGTTCGACA 

11251 TCGGCGGCCT GGTGTTCTCC AGCGTCGGTC TCGCCGCGCT GACCTACGGC 

113 01 GTGATCCAGG GCGGCGAGAA GGGCTGGACG GACGTCACCA CGCTGGTGCC 
11351 GTGCATCGGC GGTCTGCTCG CCCTCGTGCT GTTCGTGATG TGGGAGAAGC 

114 01 GGGTGGCGGA CCCGCTGGTC GACCTCTCGC TGTTCCGCTC GGCCCGGTTC 
114 51 ACCTCCGGCA CCATGCTCGG CACCGTCATC AACTTCACGA TGTTCGGCGT 
11501 GCTCTTCACG ATGCCGCAGT ACTACCAGGC GGTCCTCGGC ACCGACGCGA 
11551 TGGGCAGCGG CTTCCGGCTG CTCCCGATGG TCGGCGGTCT GCTCGTGGGT 
11601 GTGACGGTCG CCAACAAGGT CGCCAAGGCC CTCGGCCCGA AGACCGCGGT 
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11651 CGGCATCGGC TTCGCCCTCC TCGCCGCCGC CCTGTTCTAC GGCGCCACCA 

11701 CGGACGTCAG CAGCGGCACC GGCCTGGCGG CCGCCTGGAC CGCGGCCTAC 

11751 GGACTCGGCC TCGGCATCGC CCTGCCGACC GCCATGGACG CCGCCCTCGG 

118 01 CGCGCTCTCC GAGGACTCCG CCGGCGTCGG ATCCGGCGTC AACCAGTCCA 

11851 TCCGTACCCT CGGCGGCAGC TTCGGCGCGG CCATCCTCGG TTCCATCCTC 

11901 AACTCCGGCT ACCGCGGCAA GCTCGACCTC GACGGCGTGC CCGAGCACfeC 

11951 ACACGGCGCG GTCAAGGACT CCGTCTTCGG CGGCCTCGCG GTGGCCCGGG 

12 001 CGATCAAGTC CAACGGACTG GCCGACTCGG TGCGTTCCGC GTACGTCCAC 

12 051 GCCCTGGACG TGGTGCTCGT GGTCTCCGGC GGCCTCGGAC TGCTGGGTGT 

12101 GGTGCTGGCG GTGGTGTGGC TGCCCCGCCA TGTTGGTCAG AGCACCGCCA 

12151 AGACAGCAGA ATCTGAGCAT GAAGCCGCAG ACGCAGTCTG ACCAGGGCAA 

122 01 AACAGTGCCT GGTCTGAGAG AACGCAAGAA GGCCCGGACG AAGGCCGCGA 

122 51 TTCAGCGGGA GGCGGTGCGC TTGTTCAGGG AACAGGGCTA CACCGCCACG 

123 01 ACCATCGAGC AGATCGCCGA AGCCGCCGAG GTCGCTCCCA GCACCGTCTT 

123 51 CCGCTACTTC GCGACCAAGC AGGACCTGGT CTTCTCGCAC GACTACGATC 

124 01 TGCCCTTCGC GATGATGGTC CAGGCCCAGT CACCCGACCT GACGCCGATC 
12451 CAGGCCGAGC GGCAGGCCAT CCGCTCGATG TTGCAGGACA TGAGCGAGCA 
12501 GGAACTGGCC CTGCAGCGCG AGCGGTTCGT CCTGATTCTC TCCGAGCCGG 
12551 AGCTCTGGGG CGCCAGCCTC GGCAACATCG GCCAGACCAT GCAGATCATG 
12 601 AGTGAGCAGG TGGCCAAACG GGCCGGGCGC GACCCGCGGG ACCCCGCGGT 
12651 CCGCGCCTAC ACCGGAGCCG TGTTCGGAGT GATGCTCCAG GTCTCGATGG 
12 701 ACTGGGCCAA CGATCCGGAC ATGGACTTCG CGACCACGCT GGACGAGGCA 
12 751 CTCCACTACC TGGAAGACCT GCGGCCCTGA CCGAAGGGGC GGGCGCACAC 
12 801 CACAGAGCCC GCCCCGGCCA GACGTCGTAC GAGGCGCCAT CGGCCGTCGC 
12 851 GTACGACCCC CGCGCCCCGG ATTCCCCCGC GGGGCGCX3GG GTCAAGGGAA 
12 901 AAGAGACGAC CGCACGCX3GC. CACTGTTCCC CCGGCTGCCG CGTCCGGTCC 
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12 951 AACCTGGCGT GCTCCGGCTT CCCTCGACGG AGCACGCCAG GGGTCTGTCC 

13 001 GGCCCTCTCC CGGCGGCTCC CGTCAGACGC CCGGCCCCGC CGTCAGCGCC 
13 051 TCGGTCACGA CGGCCGCCAC CTGCTCCTGA CAGCCGTCGA GGTAGAAGTG 
13101 CCCGCCGGGC AGCACCCGCA GATCGAACGC CGCGCCGGTC CGCTCCCGCC 
13151 ACGTGGCGGC CTGCTCCGGC GACGTCCGCT CGTCGGCGTC CCCGATCAGC 
13201 GCCGTGATCG GGCAGTCGAG CCGGCCGGGT CCCGGCGCCT CGTAGGTG'gC 
132 51 CACGGCCCGG TAGTCGGCCC GCAGCGCGGG CAGGACGAGC TCCTGCAGCT 
13 301 CGGGACTGCG GAAGAACCGC TCGTCGGTGC CGCCCATCGC CCGCAGATGG 
13351 GCCAGGATGT CCGCGTCCCC GAACGCCCCC GAACGCCCCG CGGGACGGTA 
134 01 GGGCCGCGCG AGCCCCCCGG AAACGAACAG GTGCACGGGA AGGCCGGGCC 
13451 CGGCCGGTCC CCGCAGCCGC CGCGCCACCT CGAACGCCAC GATGGCGCCC 
13501 AGGCTGTGCC CGAACAGCGC GAATGGCTTC CCGTCGCACG GCAGGTGGGG 
13551 CACGACGCCG TCGGCGAGCT CGGCCACCGA CGCCAGGCAC GGCTCCGCAT 
13601 GACGGTCCTG CCGCCCCGGA TACTGCACGG CGAGCACCTC GACGCCGGGC 
13651 GCGAGCAGCC CGGAGAGCCC GAAGTAGTAA CTCGCCGAAC CGCCCGCGAA 
13 701 CGGAAAGCAG ACCAGCCGCA CCGGCGCCTC TGCCGCAGCG TGGTACCGCC 
13751 GCAACCACAC CCCGTTTCCG GTGGCTGCAC CGAACTCGTC ACCGATCTGT 
13801 GGTGCCCGCG CCGCCGTGCC CCTGTCCATC GTTCTCCCTC TCCTCGCGTC 
13 851 GCTCCGCGGG CGCTGTCCTG CCCCGCCCCG AAAGCCCGAT GCCGGCCAAG 
13 901 CCCCGATGCT GGCCAAACCC CGATGCCGGC CAAGCCCCGA TGCTGGCCGC 

13 951 GGCCCATAGC GCCCGGCTAA AGCCGCAGGC GGCTAGCCGG GGTTTGGTTC 
14001 GCCTTTAGAC AGCCCACCCA GGATGAGCCC GGTAGTCGAA GCGATCTCCG 

14 051 ATTTCGGACC GGGAGCGCCG TTGATGTTTT GTGGCAGCCA GTTGTTCAGC 
14101 GCCCGACCGC AGCTGACGTG ATGGCCGCAT CCGCGTCAGC GTCCCCCTCG 
14151 GGACCGAGCG CAGGACCCGA CCCGATCGCC GTCGTCGGGA TGGCCTGCCG 
142 01 CCTGCCCGGA GCACCTGACC CCGACGCGTT CTGGCGGCTG CTCAGCGAGG 
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14251 GGCGCAGCGC GGTGAGCACC GCACCGCCCG AGCGGCGGCG AGCCGACTCC 

14301 GGCCTCCACG GGCCGGGCGG CTACCTGGAC CGGATCGACG GCTTCGACGC 

14351 GGACTTCTTC CACATCAGCC CGCGCGAGGC CGTGGCGATG GACCCCCAGC 

144 01 AGCGGCTGCT CCTCGAACTG AGCTGGGAGG CCCTCGAAGA CGCGGGCATC 

144 51 CGGCCGCCCA CCCTGGCGCG CAGCCGCACC GGCGTCTTCG TCGGCGCGTT 

14 501 CTGGGACGAC TACACCGACG TCCTGAACCT GCGGGCGCCG GGCGCCGfCA 

14551 CCCGCCACAC CATGACCGGC GTGCACCGCA GCATTCTGGC CAACCGCATC 

14 601 TCGTACGCGT ACCACCTGGC CGGTCCGAGC CTCACCGTCG ACACCGCACA 

14 651 GTCCTCCTCG CTCGTCGCCG TCCACCTGGC CTGCGAGAGC ATCCGCAGCG 

14701 GCGACTCCGA CATCGCCTTC GCGGGCGGCG TCAACCTCAT CTGCTCGCCG 

14751 CGCACCACCG AGCTGGCCGC GGCCCGCTTC GGCGGTCTCT CGGCCGCAGG 

14 801 CCGCTGCCAC ACCTTCGACG CCCGCGCCGA CGGTTTCGTA CGCGGCGAGG 

14851 GCGGCGGCCT CGTGGTGCTC AAGCCCCTCG CGGCGGCACG GCGCGACGGC 

14901 GACACGGTGT ACTGCGTGAT CCGGGGGAGC GCCGTCAACA GCGACGGTAC 

14 951 GACCGACGGA ATCACCCTGC CCAGCGGGCA GGCGCAGCAG GACGTGGTGC 

15001 GCCTCGCCTG CCGACGGGCG CGGATCACGC CGGACCAGGT GCAGTACGTC 

15051 GAACTGCACG GCACCGGCAC GCCCGTCGGG GACCCGATCG AGGCCGCCGC 

15101 GCTCGGCGCC GCCCTCGGGC AGGACGCCGC CCGCGCCGTG CCGCTGGCCG 

15151 TCGGCTCCGC CAAGACGAAC GTCGGCCACC TCGAAGCCGC CGCCGGAATC 

15201 GTCGGACTGC TCAAGACCGC CCTGAGCATC CACCACCGGC GGCTGGCGCC • 

15251 GAGCCTGAAC TTCACCACCC CCAATCCGGC CATCCCGCTC GCCGACCTCG 

15301 GCCTGACCGT CCAGCAGGAC CTGGCCGACT GGCCGCGCCC CGAACAGCCC 

15351 CTGATCGCCG GGGTGTCGTC CTTCGGCATG GGCGGCACGA ACGGTCACGT 

154 01 TGTCGTGGCG GCGGCGCCCX3 ATTCGGTGGC GGTACCTGAG CCGGTGGGGG 

154 51 TGCCTGAGOG GGTGGAAGTG CCTGAGCCGG TGGTGGTTTC TGAGCCGGTG 

15501 GTGGTGCCGA CGCCATGGCC CGTGAGCGCT CACAGCGCTT CCGCGCTGCG 
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15551 CGCGCAGGCC GGTCGCCTGC GGACGCACCT CGCCGCCCAC CGCCCCACCC 
15601 CCGACGCCGC GCGGGTCGGC CACGCGCTCG CCACCACCCG TGCGCCCCTC 

15651 GCCCACCGCG CGGTCCTGCT CGGCGGCGAC ACCGCCGAAC TGCTGGGCTC 

15701 CCTGGACGCG CTGGCCGAGG GCGCGGAGAC CGCGTCCATC GTGCGCGGCG 

15751 AGGCGTACAC CGAGGGCAGG ACGGCCTTCC TCTTCAGTGG GCAGGGAGCG 

15801 CAACGCCTCG GCATGGGGCG GGAGTTGTAT GCCGTGTTCC CCGTCTTCbc 

15851 CGACGCTCTC GACGAGGCGT TCGCCGCCCT GGACGTACAT CTGGACCGCC 

15901 CACTGCGCGA GATCGTCTTG GGCGAGACCG ACTCGGGTGG GAACGTCTCG 

15 951 GGTGAGAATG TCATCGGCGA GGGTGCCGAC CATCAGGCAC TCCTCGACCA 

16001 GACCGCCTAC ACCCAGCCCG CGCTCTTCGC GATCGAGACG AGCCTGTACC 

16051 GGCTGGCAGC CTCCTTCGGC CTGAAGCCGG ACTACGTCCT CGGCCACTCG 

16101 GTCGGCGAGA TCGCCGCCGC GCACGTCGCC GGTGTCCTCT CGTTGCCGGA 

16151 CGCGAGCGCT CTGGTGGCCA CGCGGGGACG GCTCATGCAG GCGGTTCGCG 

162 01 CGCCCGGCGC GATGGCCGCG TGGCAGGCCA CGGCGGACGA GGCGGCCGAA 
16251 CAGCTCGCCG GGCACGAGCG GCACGTCACC GTGGCCGCCG TCAACGGCCC 
16301 CGACTCCGTG GTCGTCTCCG GCGACCGCGC CACCGTCGAC GAACTGACCG 

163 51 CCGCCTGGCG GGGACGCGGC CGCAAGGCCC ACCACCTGAA GGTCAGCCAC 
16401 GCCTTCCACT CCCCGCACAT GGACCCCATC CTCGACGAGC TGCGCGCGGT 
16451 CGCCGCCGGC CTGACCTTCC ACGAGCCGGT CATTCCCGTC GTCTCCAACG 
16501 TCACCGGTGA ACTGGTGACC GCGACCGCGA CCGGGAGCGG CGCCGGGCAG 
16551 GCGGACCCCG AGTACTGGGC GCGGCATGCG CGCGAGCCCG TGCGGTTCCT 
16601 GTCCGGGGTG CGGGGGCTGT GCGAGCGCGG GGTGACCACG TTCGTCGAGC 
16651 TCGGCCCGGA CGCACCGCTG TCCGCGATGG CCCGCGACTG CTTCCCCGCC 
16701 CCCGCGGACC GGAGCCGTCC GCGCCCCGCC GCCATCGCCA CATGCCGCCG 
16751 CGGGCGCGAC GAGGTGGCGA CGTTCCTGAG GTCGCTGGCC CAGGCGTACG 
16801 TCCGC<3GCGC CGATGTCGAC TTCACCCGGG CCTACGGCGC CACCGCCACG 
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16851 CGCCGCTTCC CCCTCCCCAC GTATCCCTTC CAGCGCGAGC GCCATTGGCC 

16901 TGCCGCTGCC GGGGTGGGGC AGCAGCCGGA GACCCCGGAA CTTCCGGAAT 

16951 CCTCGGAGTC CTCGGAGCAG GCAGGGCATG AGCGGGAGGA GGGGGCGCGC 

17001 GCGTGGGGCG GGCCTGAAGG GCGGCTTGCC GGGCTCTCCG TGAACGACCA 

17051 GGAGCGGGTC CTCCTCGGCC TGGTCACCAA GCACGTGGCC GTCGTGCTCG 

17101 GGGACGCCTC GGGCACGGTA CAAGCCGCCC GCACCTTCAA GCAGTTGGGC 



17151 


TTCGACTCGA 


. TGGCCGCCGC 


CGAGCTGAGC 


GAACGGCTCG 


GCACGGAGAC 


17201 


GGGCCTGCCG 


TTGCCCGCCA 


CCCTCACCTT 


CGACTACCCG 


ACCCCTCTGG 


17251 


CCGTCGCCGC 


GCACCTGCGC 


GCGGAGCTCA 


CCGGTACGCC 


CGCCCCGGCC 


17301 


GGCTCCGCGC 


CCGCCACGGG 


CGCCCTCGGC 


GCGGGTGACC 


TCGGCACGGA 


17351 


CGAGGACCCG 


GTCGCCATCG 


TGGCCATGAG 


CTGCCGCTAT 


CCCGGCGGCG 


17401 


CAGGCACGCC 


CGAGGACCTG 


TGGCGGCTGG 


TCGCGGACGG 


CGCCGACGCG 


17451 


ATCGGAGACT 


TCCCCACCGA 


CCGCGGCTGG 


GACCTGGCGC GGCTGTTCCA 


17501 


CCCCGACCCC 


GACCGGTCGG 


GCACCAGCTG 


CACGCGGCAG 


GGCGGATTCC 


17551 


TGTACGACGC 


CGCCGACTTC 


GACGCCGAGT 


TCTTCGACAT 


CAGCCCGCGC 


17601 


GAGGCCCTGG 


CCGTCGACCC 


GCAGCAGCGG 


CTGCTCCTCG 


AGTGCGCCTG 


17651 


GGAGGCCTTC 


GAACGGGPGn 

VJ.r^flVH> VJVJ VJ ^ \7 V7 




GCGGGCGCTC 


AAGGGCAGCC 


17701 


CCACCGGCGT 


GTTCGTCGGC 


ATGACGGGGC 


AGGACTACGG 


CCCCCGTCTG 


17751 


CACGAGCCGT 


CCCAGGCCAC 


CGACGGCTAT 


CTGCTGACCG 


GCAGCACGCC 


17801 


GAGCGTGGCC 


TCGGGCCGCC 


TGTCGTTCAG 


CTTCGGCCTT 


GAGGGGCCCG 


17851 


CCCTGACGGT 


GGACACGGCC 


TGCTCGTCGT 


CGCTGGTCAC 


GCTCCATCTC 


17901 


GCGGCGCAGG 


CGCTGCGGCG 


CGGCGAGTGC 


GACCTGGCGC 


TCGCCGGCGG 


17951 


CGCCACCGTC 


CTGGCCACGC 


CGGGCATGTT 


CACCGAGTTC 


TCGCGGCAGC 


18001 


GGGGCCTGGC 


CCCCGACGGC 


CGCTGCAAGC 


CGTTCGCGGC 


GGGCGCCGAC 


18051 


GGCACGGGCT 


GGGCCGAGGG 


CGTGGGCCTG 


GTCCTCCTCG 


AAAGGCTCTC 


18101 


CGAGGCCCGG 


CGCAAGGGGC 


ACGCCGTCCT 


CGCGGTGATC 


CGGGGTTCGG 
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1 1 SEPTEMBER 2000 



18151 CGATCAACCA GGACGGCGCG AGCAACGGCC TGACCGCGCC CAACGGCCCC 

18201 TCGCAGCAAC GCGTCATCCG TGCCGCGCTC GCGGCCGCCC GGCTCACCGC 

18251 GGACGAGGTC GACGTAGTGG AGGCGCACGG CACCGGCACC ACGCTCGGCG 

18301 ACCCGATCGA GGCGCAGGCC CTGCTCGCCA CGTACGGCCA AGGGCGTTCG 

18351 GCGGAGCGGC CGTTGTGGCT CGGGTCGGTG AAGTCGAACA TCGGTCACAC 

18401 GCAGGCCGCC GCGGGTGTCG CGGGCGTCAT CAAGATGGTG ATGGCGATGC 

18451 GCCACGACCT GCTCCCCGCC ACCCTGCACG TCGACGAGCC GAGTGGCCAC 

18 5 01 GTGGACTGGT CCACCGGCGC GGTGCGACTG CTCACCGAGC CGGTCGTCTG 

18551 GCCGCGCGGC GAACGTCCGC GCCGCGCCGC GGTGTCGTCC TTCGGCATCT 

18601 CCGGCACGAA CGCGCACCTG GTGCTCGAAG AGGCGGGGCA GGACGAGTAC 

18651 GTTGCGGGAG CCGCCGACGA CGCCGGGCCG GTGGACGGTG CTGTGCTGCC 

18701 GTGGGTGGTT TCCGGACGGA GCGGAGCGGC GCTGCGCGAA CAGGCCCGCC 

18751 GTTTGCGTGA GTTGGTGACC GGCGGCTCGG CCGATGTCTC TGTGTCCGGG 

18 8 01 GTGGGCCGGT CGCTGGTCAC CACGCGGGCG GTGTTCGAGC ACCGGGCCGT 

18851 GGTCGTGGGC CGCGACCGGG ACACGCTGAT CGGCGGCCTC GAGGCCCTTG 

18901 CGGCGGGTGA CGCGTCGCCG GACGTCGTGT GCGGGGTCGC GGGCGATGTC 

18951 GGCCCCGGCC CGGTGCTGGT GTTCCCCGGG CAGGGCTCGC AGTGGGTGGG 

190 01 CATGGGAGCC CT^CTCCTTG GCGAGTCCGC GGTGTTCGCG GCGCGGATCG 

19051 ACGCGTGCGA GCAGGCGCTG TCCCCGTACG TCGACTGGTC ACTGACAGAG 

19101 GTCCTGCGCG GGGACGGGCG CGAACTGTCG CGCGTCGACG TCGTCCAGCC 

19151 CGTGCTGTGG GCGGTGATGG TCTCGCTCGC CGCCGTCTGG GCGGACCACG 

19201 GCGTCACCCC GGCCGCCGTC GTCGGGCACT CCCAGGGAGA GATCGCCGCT 

19251 GTGGTCGTCG CCGGCGCGCT CACCCTGGAG GACGGCGCCA AGATCGTGGC 

19301 CCTGCGCAGC CGGGCGCTGC GTCAGCTCTC GGGCGGGGGC GCGATGGCCT 

193 51 CCCTCGGGGT GGGCCAGGAA CAGGCAGCCG AACTCGTCGA GGGCCACCCC 

19401 GGAGTGGGCA TCGCCGCCGT CAACGGCCCG TCATCGACCG TCATTTCAGG 

-15- 



S'JBSTnuTt: sa^u (rule 



SEPTEMBER 2000' 

19451 CCCGCCCGAG CAAGTCGCCG CCGTCGTCGC CGACGCCGAG GCGCGCGAGC 

19501 TGAGAGGCCG CGTCATTGAC GTGGACTACG CCTCGCACAG CCCCCAGGTC 

195 51 GACGCCATCA CCGACGAACT CACCCACACC CTGTCCGGCG TCCGCCCCAC 

19601 CACGGCCCCG GTGGCGTTCT ACTCGGCCGT GACCGGAACC CGCATCGACA 

19651 CGGCGGGCCT CGACACCGAC TACTGGGTCA CCAACCTGCG CCGCCCGGTC 

197 01 CGGTTCGCCG ACGCCGTCAC CGCGCTCCTC GCCGACGGCC ACCGGGTCTT 
19751 CATCGAGGCC AGCAGCCACC CCGTCCTCAC CCTCGGCCTC CAGGAGACCT 

198 01 TCGAGGAGGC CGGGGTCGAC GCCGTCACCG TCCCCACCCT GCGGCGCGAG 
19851 GACGGCGGCC GGGCACGCCT GGCCCGCTCG CTGGCACAGG CCTTCGGCGC 
19901 CGGGTGCGCG GTGAGGTGGG AGAACTGGTT TCCGGCCACC GGTACGTCCA 
19951 CCGTGGAGCT GCCGACGTAC GCCTTCCAGC GTCGCCGTTA CTGGCTGGAG 
2 0001 GCCCCCACGG GCACCCAGGA CGCGGCGGGC CTGGGCCTCG CCGCTGCGGG 
2 0051 GCACCCGCTC CTCGGGGCGG CCACCGAGAT CGCGGACGGC GACATCCGCC 
2 0101 TGCTCACCGG CCGTATCAGC AGGCACAGCC ACCCCTGGCT CGCTCAGCAC 
2 0151 ACCCTCTTCG GTGCCGCGGT CGTGCCCGCC TCCGTCCTCG CGGAATGGGC 
2 0201 GCTGCGCGCC GCCGACGAGG CCGGCTGCCC GCGTGTCGAC GACCTCACGC 
2 0251 TGCGCACCCC GCTGGTGCTG CCCGAGACCG CGGGCGTGCA GGTGCAGATC 
2 0301 GTGGTCGGCC CGGCCGACGC GCGGGACGGG CACCGCGACT TCCACGTCTA 
2 0351 CGCCCGCCCC GACGGCAAGG ACGCCTCTGA GGGCGAGGGC ATCGCCGAGG 
2 0401 GCGAGGGTGC CTCTGAGGGC GAGGGTGCCT CCGGCGGCAC CGATGCGCCG 
2 0451 TGGACCTGCC ATGCCGACGG CCGACTGGTC GCCGAGCCCA CCGGCACGGC 
2 0501 CTCGGAGGAC TCCCCGGACA CGGTGTGGCC GCCGCCCGGC GCCGAACCCG 
2 0551 TCGACCTGGG CGACTTCTAC GAGCGGGCCG CCGCCACCGG AGTCGGCTAT 
2 0601 GGACCGGTCT TCACGGGGCT GCGCGCCCTG TGGCGGCGGG ACGGCGAGCT 
2 0651 GTTCGCCGAG GCGGTGCTGC CGCAAGAAGC CCCGGAAACC GCCGGGTTCG 
20701 GCATGCACCC CGCGCTCCTC GACGCCGCAC TGCACCCCGC ACTCCTCGGC 
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2 0751 GAGCGGCCGG CCGAGGAGGA CAAGGTGTGG CTGCCGTTCA CGCTGACCGG 

2 0 801 AGTGACCCTG TGGGCCACCG GTGCCACCTC TGTACGCGTC CGTCTCACCC 

2 0851 CGCTGGACGA CGACCCCGAC GCGTCGGCGG ACGGGCGGGC CTGGCGGGTC 

2 0 901 GGCGTGAGCG ACCCGACCGG CGCGGAGGTG CTGACCTGCG AGGCCCTGGT 

2 0 951 CGCGGTGGCG GCGGGCCGCC GCGAGCTGCG GGCCGCGGGG GAGCGGGTGT 

21001 CCGATCTGTA CGCGGTGGAG TGGGTGCCGG TGCCGGGCCC GGGGCCGcJtG 

21051 GGTGAGGGTG CTGACTTCTC GGGCTGGGCC GGTCTGGGGG AGTGCGGGGA 

21101 GCGTTGGGAG TGCGTGGGGC GCGTGGAGCG CTGGTACGAG GACCTGGACG 

21151 CTCTCGGCGC GGCTGTCGAG GGTGGGGCTT CGGTGCCCTC TGTCGTTCTC 

21201 GCCACCGCGG CTGCCGCCCC TGGTGGAGCG GGCGACGGAG CCGCCGATGC 

212 51 GCTGAGCGCG GTGCGGTGGA CCGGCGCGCT CCTCGATCAG TGGCTCGCCG 

213 01 ACGCGCGGTT CGCCGACGCC CGGCTGGTGG TGATCACGTC CGGCGCGGTC 
21351 GCCACGGGTG ACGATTTCCT TCCCGACCCG GCCGCCGCGG CGGTACGAGG 

214 01 ACTGGTCGAG CAGGCGCAGG TCAGGCACCC CGGCCGCATC CTCCTCGTCG 
21451 ACACGGAAGC CGGGGCCGGG CTCGGGGTCG GCGCCGGAGT GGATGACGCG 

215 01 CTCCTGGAAC AGGCCGTGGC CATGGCTCTC GGCGCCGACG AACCGCAACT 
21551 CGCCCTGCGC GCGGGGCGGG TCCTGGCGCC CCGCCTCACC GCACCCCAGG 
21601 ATGCGGCCGT CACCGAAGCG GCGCGACCGC TCGACCCGGA CGGCACCGTA 
21651 CTCATCACAG GGCCGGCCGG TGCTCCGGTG GCCGACCTCG CCGAACACCT 
217 01 CGTACGCACC GGGCAGTGCA GGCATCTGCT GCTCCTGCCT GGAGACGGTG 
21751 AACTGGAGGA AATGGCCGAG GAGTTGCGGG GCCTCGGCGC CACCGTGGAC 
21801 CTGAGTACCG CCGACCCGGC GGACCCGACC GCCCTCGCCG AAGTGGTCGC 
21851 CGCCGTCGAG GGGGACCATC CTCTTACGGG GGTCATCCAC GCCACCGGAG 
21901 TCGTGGACGC GTTCGATCCC GGCGACTCX3G CGAGCGACTT GATGATCGAC 
21951 TCGGCGAGCG ATTCGTTCGC CGAGGCATGG TCGTCGAGGG CGGGCGTCAC 
22001 CGCCGCACTG CACACCGCGA CCGCCCACCT TCCCCTGGAC CTGTTCGCCG 
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22 051 TCCTGTCCCC GGCGGGCGCG GACCTGGGCA TTGCCCGGTC GGCGGCCGCC 

22101 GCGGGCGCCG ACGCCTTCAG CGCGGCACTC GCCCTGCGCC GGCACACGAC 

22151 CGTCACGACG GACACGACAG CCCCGCCGCG CACGACAGCC CCGCCGCGAA 

222 01 CGACAGCCTC GCCGCGCACG ACAGCCCTGT CGTCGTCGCG CACGACGGGC 
22251 GTGGCCCTCG CCTACGGGCC GCCCACCGCG CCGAGGCCCG GCATCAAGGG 

223 01 GACGGCGCCC GGTCGGATCC CCGTGCTGCT CGACGCCGCT CGCGCTCAtc 
22351 GGGGCGGTTC GCCCCTGCTC GGGGCCCGCT TGGCCGCGCG TGCCCTGGCC 

224 01 GCCGAGTCCG CCGCCGAGGG CGTCGCCGGC CTGCCCGCGC CGCTGCGCGC 
224 51 GCTGGCAGTG GCCGCAGCCG CGGCCGGAGC ACCGACCCGG CGCACCGCCG 
22501 CCGACCGCAA GCCCCCCGCG GACTGGCCGG CCCGACTGGC CCCCCTGTCC 
22 551 GCCCCCGAAC AACTCCGTCT GCTCATCGAC GCCGTACGCA CCCACGCCGC 
22 601 CGCGGTCCTC GGCCGCACCG ACCCGGAAGC GCTGCGCGGG GACGCCACCT 
22651 TCAAGCAGCT CGGCCTTGAC TCGCTGACCG CCGTGGAGCT GCGCAACCGG 
22701 CTCGTGGAGG ACACCGGTCT GCGGCTGCCC ACCGCCCTCG TCTTTCGCTA 
22 751 CCCGACCCCC GCGGCGATCG CCGCGCACCT CCGCGAGCGG CTGACCAGCC 
22 801 CGAGCGAGAC GACCGCCACA CAGAGGTCCG GAGGGCAGAC GCCCGCAGCG 
22 851 GGGCAGGCGT CGTCCGCGCT CGCCCCCGGC GGATCGGCCG CCGGACCGCC 
22 901 CGCCGCAGAC ACCGTGCTGA GCGACCTGAC CCGCATGGAG AACACCCTCT 

22 951 CCGTGCTCGC CGCCCAGCTG CCCCACACCG AGACGGGTGA GATCACCACC 

23 001 CGGCTCGAAG CGCTCCTCAC GCGCTGGAAG ACCACGAACG CCACGGCGAA 
2 3 051 CGACAGCGGC GACGGCAACG GCGGCGATGA CGACGCCGCC GAACGCCTCA 
2 3101 AGGCCGCGTC CGCCGACCAG ATCTTCGACT TCATCGACAA CGAGCTTGGT 
2 3151 GTCGGGCACG GCACCTCGCG CGTGACCCCC ACTCCGAAGG CCGGGTGACC 
23201 GCACATGGCG AGTGAAGAGC AACTGGTCGA ATATCTGCGC AGGGTGACCA 
23251 CCGAGCTCCA TGACACGCGT CGGCGCCTGG TGCAGGAGGA GGACCGCAGG 
233 01 CAGGAACCGG TGGCCCTGGT CGGCATGGCC TGCCGCTTCC CGGGCGGCGT 
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,233 51 GGCCTCACCG GAGGACCTCT 

234 01 TCGAGGACTT TCCCACCGAC 

23451 CCGGACCCGG CCGCGTACGG 

23501 GGACGACGCG GGCTCCTTCG 

23 551 AAGCCCTGGC GATGGACCCG 

23 601 GAGCTGTTCG AGCGCGCCGG 

2 3651 TACGGGCGTC TACGCCGGGG 

23701 CCCGCATCCC CGAGGGGTTC 

23751 AGCGTCATCT CGGGCCGGGT 

23 801 CGTCACCGTC GACACAGCCT 

2 3 851 CGAGCCAGGC GCTGCGCCAG 

2 3-901 GTGCTCGTAC TGTCCAGCCC 

23 951 GGGCCTTGCT CCCGACGGCC 
24001 GCACCGGCTT CTCGGAGGGC 
24051 GACGCGCGCC GCAACGGCCA 
24101 CGTCAACCAG GACGGCGCGA 
24151 CGCAGGAACA GGTCATCCGC 
242 01 TCCGAGGTGG ACGCCGTCGA 

242 51 CCCCATCGAG GCCGGAGCGC 

243 01 GGCCCCTCCT CCTCGGCTCC 

243 51 ACCGCGGGCG TCGCCGGTGT 

244 01 TCTGCTCCCC GCCACCCTCC 
244 51 GGGACGCGGG CGCGGTCGAG 
24501 ACCGGGCACC CCCGGCGCGC 

24 551 GAATGCGCAC TTGATCCTGG 
24601 CCCCCGTGGT TGTGGAGTCG 



Wl 1 SEPTEMBER 2000 

GGGACCTGGT CGCCGCGGGC AAGGACGCCA 
CGGGGCTGGG ACCTGGAGGC GCTCTACGAC 
GACCAGCTAT GTCCGCCACG GCGGGTTCGT 
ACGCCGACTT CTTCGGCATC AGCCCGCGAG 
CAGCAGCGGC TGATGCTGGA GACGTCCTGG 
CATCGTUICCC GTCTCCCTCA AGGGCAGC?fcG 
TGTCCAGCGA GGACTACATG TCCCAACTGC 
GAGGGGCACG CCACCACCGG CAGCCTCACC 
CGCGTACAAC TACGGCCTCG AAGGCCCGGC 
GTTCCGCCTC GCTCGTCGCC ATCCACCTGG 
CGTGAGTGCG ACCTCGCCCT CGCGGGCGGT 
GCTCATGTTC ACCGAGTTCT GCCGCCAGCG 
GCTGCAAGCC GTTCGCCGCC GCGGCGGACG 
ATCGGTCTGC TCCTCCTGGA GCGCCTGTCC 
CAAGGTGCTC GGGGTGATCC GCGGCTCCGC 
GCAACGGCCT GACCGCCCCC AACGACGCCG 
GCCGCCCTCG ACAACGCCCG CCTCACCCCG 
GGCGCACGGC ACCGGCACCA AACTGGGCGA 
TGCTCGCCAC CTACGGGCAA CACCGCGCCC 
CTCAAGTCCA ACATCGGCCA CACCCACGCC 
CATCAAGACC GTCATGGCGA TCCGCAACGG 
ACGTCGAGGA ACTGAGCCCG CACGTCGACT 
GTCGTCACGG AGCCCACCCC GTGGCCCGAG 
GGGCGTCTCC GCGTTCGGGA TCTCCGGGAC 
AGGAGGCGCC GCCGGAGGAG GATGTGCGCG 
GGCGGGGTCG TTCCGTGGGT GGTGTCCGGG 
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24651 CGGACGCCGG AGGCGCTGCG TGAACAGGCC CGGCGACTCG GCGAGTTCGT 
24701 GGCAGGCGAC ACGGACGCAC TGCCGAACGA GGTCGGCTGG TCCTTGGCCA 

24 751 CGACCCGGTC GGTGTTCGAG CACCGGGCTG TGGTCGTGGG GCGTGACCGG 

24 801 GATGCGTTGA CGGCTGGCCT GGGGGCGTTG GCTGCGGGTG AGGCTTCGGC 

24851 GGGTGTGGTG GCCGGGGTGG CCGGTGATGT GGGTCCTGGG CCGGTGTTGG 

2 4 901 TGTTTCCGGG GCAGGGGGCG CAGTGGGTGG GCATGGGTGC CCAGCTCi^G 

24 951 GACGAGTCTG CGGTGTTCGC GGCGCGGATC GCGGAGTGTG AGCGGGCCCT 

2 5001 GTCGGCGCAT GTGGACTGGT CGCTGAGTGC GGTGTTGCGC GGGGACGGGA 

25051 GTGAGCTGTC CCGGGTGGAA GTGGTGCAGC CGGTGCTGTG GGCGGTGATG 

25101 GTCTCGCTGG CTGCGGTGTG GGCGGATTAC GGGGTCACTC CGGCTGCCGT 

2 5151 GATCGGGCAC TCGCAGGGTG AGATGGCTGC CGCGTGTGTG GCGGGGGCGC 

25201 TGTCGCTGGA GGATGCGGCG CGGATCGTAG CGGTACGCAG TGACGCGCTT 

25251 CGTCAGCTGC AAGGGCACGG CGACATGGCC TCGCTCAGCA CCGGTGCCGA 

25301 GCAGGCCGCT GAGCTGATCG GTGACCGGCC GGGCGTGGTC GTCGCGGCGG 

25351 TCAATGGGCC GTCGTCTACG GTGATTTCAG GGCCGCCGGA GCATGTGGCA 

2 5401 GCCGTGGTCG CGGATGCGGA GGCACGTGGT CTGCGCGCCC GTGTCATCGA 

25451 CGTCGGCTAT GCCTCGCATG GCCCCCAGAT CGACCAGCTC CACGATCTGC 

2 5501 TGACCGAACG CCTGGCCGAC ATCCGGCCCA CGAACACGGA CGTGGCCTTC 

25551 TATTCGACGG TCACCGCCGA GCGCCTGACG GACACCACGG CCCTGGACAC 

2 5601 GGATTACTGG GTCACCAACC TCCGTCAGCC CGTCCGGTTC GCCGACACCA 

2 5 651 TCGAAGCCCT TCTCGCGGAC GGCTACCGCC TGTTCATCGA GGCCAGCGCC ' 

2 5701 CACCCCGTGC TGGGCCTGGG CATGGAGGAG ACCATCGAGC AGGCGGACAT 

25751 GCCCGCCACC GTCGTCCCCA CCCTCCGCCG CGACCACGGC GACACCACCC 

2 5801 AGCTCACCCG CGCCGCCGCC CACGCCTTCA CCGCCGGCGC CGATGTCGAC 

25851 TGGCGGCGCT GGTTCCCX3GC CGACCCCGCC CCCCGCACGA TCGATCTCCC 

2 5 901 CACCTACGCC TTCCAGCGCC GCCGCTACTG GCTGGCCGAC ACAGTGAAGC 
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25 951 GGGACAGCGG ATGGGACCCG GCCGGGTCGG GGCATGCCCA GTTGCCGACC 
26001 GCGGTCGCCC TCGCCGACGG GGGAGTGGTG CTGAACGGCC GGGTGTCCGC 
26051 CGAGCGCGGT GGCTGGCTGG GCGGGCATGT GGTGGCGGGG ACGGTTCTGG 
2 6101 TGCCGGGTGC GGCGTTGGTG GAGTGGGTGT TGCGGGCCGG TGATGAGGCG 
2 6151 GGTTGCCCCT CGCTTGAGGA GTTGACGCTC CAGGCGCCGT TGGTGTTGCC 
2 6201 CGAGTCGGGT GGGTTGCAGG TTCAGGTGGT CGTGGGTGCG GCTGATGA^C 
2 6251 AGGGCGGCCG TCGTGACGTA CATGTGTATT CGAGGTCTGA GCAGGACGCG 
26301 TCGGCGGTGT GGCAGTGCCA TGCCGTCGGT GAGCTCGGGC GCGCGTCGGT 
2 6351 GGCGCGGCCG GTGCGGCAGG CCGGGCAGTG GCCTCCGGCG GGGGCCGAGC 
2 6401 CGGTGGAGGT GGGCGGCTTC TACGAGGGGG TCGCGGCCGC CGGTTACGAG 
26451 TACGGTCCGG CGTTCCGTGG GCTGCGCGCG ATGTGGCGGC ACGGTGATGA 
26501 CCTCCTTGCG GAGGTCGAGC TGCCGGAGGA GGCCGGTTCG CCGGCCGGTT 
26551 TCGGCATCCA CCCGGCGCTG CTGGACGCCG CCCTGCACCC GCTGCTCGCA 
2 6601 CAGCGGAGCC GGGACGGGGC CGGGGCGGGG GCCCACGGCG GGCAGGTGCT 
2 6651 GCTGCCTTTC AGCTGGAGCG GTGTTTCCCT GTGGGCCAGC GAGGCCACCA 
26701 CTGTGCGGGT GCGGGTCACC GGGCTGGGAG GAGGGGACGA CGAGACGGTG 
2 6751 TCCCTGACGG TAACCGACCC CGCCGGTGGC CCCGTGGTGG ACGTGGCAGA 
2 6801 GCTGCGGTTG CGGTCGACGA GCGCCCGGCA GGTGCGGGGT TCGGCAGGCC 
26851 CCGGCGCGGA CGGGCTCTAC GAGCTGCGGT GGACACCGTT GCCCGAGCCG 
26901 CTTCCCGTAC CGGCCCCCGC GAACGGTCGC GATGTGGCCG CCGACCTGTC 
2 6951 CGGATGCGCG GTGCTCGGCG AACTGGTCGC GGAACCGGGC CCGGGCATCG 
27001 ACCTGGAGGG CTGCCCCTGC TACCCGGGCG TCGGCGCGCT CGCCGACAAC 
2 7 051 GCCTCCCCGC CCTCCATGAT CCTCGCCCCC GTGCACAGCG ACACCACAGG 
2 7101 CGGCGACGGA CTCGCCCTGA CGGAACGGGT GTTGCGCGTC ATCCAGGACT 
27151 TCCTGGCTGC ACCGAGTCTG GAACAGAAAC AGACGCGCCT GGCCTTCGTG 
2 7201 ACCCGGGGCG CGGCGGACAC AGGTAGCACG ACGGGAGGCT CGGCTGCCCC 
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27251 GGCAGAGGCA GTCGACCCGG CGGTCGCGGC CGTATGGGGC CTAGTACGCA 

27301 GCGCGCAGTC GGAGAACCCC GGCCGCTTCG TACTGCTGGA CACCGACGCG 

27351 CCCCTCGACC AGGCGTCCGT TGCCCCTCTC GTGGACGCGG TGCGGTCTGC 

27401 CGTGGAGGCG GACGAGCCCC AAGTCGCCCT GCGCGGGGGA CGGTTGCTCG 

27451 TGCCCAGGTG GGCGCGGGCC GGCGAGCCCG TCGAGCTGGC CGGGCCGGCC 

27501 GGAGCGCGGG CGTGGCGGCT GGTGGGCGGA GACTCCGGGA CGCTGGAGfeC 

27551 CGTCGTGGCG GAGGCTTGCG ACGACATTGT GCTGCGCCCG TTGGCGCCGG 

27601 GCCAGGTCCG CGTCGCCGTC CATACGGCCG GGGTCAATTT CCGTGACGTC 

27651 CTGATCGCCC TGGGCATGTA CCCGGACCCG GACGCGCTGC CCGGCACCGA 

27701 GGCGGCCGGC GTGGTGACGG AGGTCGGGCC GGGCGTCACC CGTCTGTCGG 

27751 TGGGCGACCG CGTGATGGGC ATGATGGACG GCGCCTTCGG CCCGTGGGCC 

27801 GTCGCCGACG CGCGCATGCT GGCCCCGGTC CCGCCCGGCT GGGGCACCCG 

27851 GCAGGCGGCC GCCGCTCCCG CCGCGTTCCT GACGGCTTGG TACGGGCTGG 

27901 TGGAGCTGGC CGGTCTGAAG GCGGGCGAGC GTGTGTTGAT CCATGCCGCC 

27951 ACGGGTGGTG TGGGGATGGC GGCGGTGCAG ATCGCCCGGC ATGTGGGTGC 

28001 CGAGGTGTTC GCCACCGCGA GTCCGGGCAA GCACGCCGTG CTGGAGGAGA 

28051 TGGGCATCGA CGCCGCCCAC CGCGCCTCGT CGCGCGACCT CGCCTTCGAG 

2 8101 GACGCCTTCC GGCAGGCCAC CGACGGCCGT GGCGTGGACG TCGTCCTCAA 

28151 CAGCCTCACC GGTGAACTGC TCGACGCGTC CCTGCGATTG CTCGGCGACG 

28201 GCGGGCGCTT CGTGGAGATG GGCAAGAGCG ATCCGCGCGA CCCCGAGCTG 

28251 GTCGCGCTGG AGCACCCCGG GGTGTCGTAC GAGGCCTTCG ACCTCGTCGC 

28301 CGACGCCGGG CCCGAGCGGC TCGGGCTGAT GCTCGACAGG CTCGGCGAGC 

28351 TCTTCGCCGG CGGATCACTG GTACCGCTGC CGGTCACCGC ATGGCCGCTG 

28401 GGGCGGGCGC GAGAGGCGCT CCGCCACATG AGTCAGGCGA GGCACACCGG 

28451 CAAGCTGGTG CTCGACGTGC CCGCGCCGCT CGACCCCGAC GGCACCGTCC 

28501 TCGTCACCGG GGGTACCGGC ACCATCGGCG CCGCCGTGGC CGAACACCTG 
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2 8551 GCGCGTACCG GGGAGAGCAA GCACCTGCTC ATCGTCAGCC GCAGCGGGCC 

28601 GGCCGCCCAC GGCGCCGAGG AACTTGTCTC TCGTATAGCC GAGTTCGGGG 

2 8651 CCGAAGCCAC CTTCGTCGCT GCCGACGTGA GTGAGCCCGA CGCGGTCGCC 

28701 GCCCTGATCG AAGGGATCGA TCCGGCCCAT CCGCTGACCG GTGTCGTGCA 

2 8751 TGCCGCCGGA GTACTCGACA ACGCTCTGAT CGGCTCCCAG ACCACCGAAA 

2 8801 GCCTCACCCG CGTATGGGCG GCGAAGGCCG CCGCCGCGCA GCAACTCCAC 

2 8 851 GAGGCCACGA GGGAGTCGAG GCTGGGACTG TTCGTGATGT TCTCCTCCTT 

2 8901 CGCCTCCACC ATGGGCACCC CAGGGCAGGC CAACTACTCC GCCGCCAACG 

2 8951 CCTATTGCGA CGCGCTGGCC GCTCTCCGAC GCGCGGAGGG GCTCGCCGGC 

29001 CTGTCCGTGG CGTGGGGGTT GTGGGAGGCC ACCAGCGGCC TGACCGGGAC 

2 9051 GTTGTCGGCG GCCGACCGGG CCCGCATCGA CCGGTACGGC ATCAGGCCGA 

29101 CCAGCGCGGC ACGCGGCTGC GCCCTGCTGG CAGCGGCACG CGCCCACGGG 

2 9151 CGCCCCGACC TGCTCGCCAT GGACCTGGAC GCCCGCGTAC CCGCCGCGTC 

2 9201 CGACGCTCCG GTCCCCGCCG TGCTGCGCAC TCTGGCGGCC GCCGGAGCGC 

2 9251 CCGCCACCGC CCGTCCCACC GCGGCGGCGG CCGCTGACGG GGCGACGGAC 

2 9301 TGGTCCGGCA GGCTCGCCGG CCTCACCGAG GAGGCACGGC TCGAACTCCT 

2 9351 CACCGAGTTG GTGTGCACCC ACGCGGCAGG GGTGCTCGGG CACGCCGACG 

2 9401 CGGGCGCGGT CCAGGTGGAC GCGCCGTTCA AGGAACTCGG CTTCGACTCG 

2 9451 CTGACCGCCG TCGAACTGCG CAACCGGATC GCCGCCGCGA CCGGCCTGAA 

2 9501 ACTGCCCGCC GCCCTCGTCT TCGACTACCC GCAGGCTCGC GTTCTCGCCG 

2 9551 CCCACCTGGC CGAACGGCTC GTCCCGGAGG GCGCGGGGGC CATGGGCGGT 

2 9601 GTGAGCGGTG CGGAGGGCGT GAGGGACGCG TACGGGGCAG GCGGTCCGGG 

2 9651 CGGCGACATG ACCGCCCAGG TCTTGCTGGA GGTGGCCCGC GTCGAGCACA 

2 9701 CCCTGTCCGC CGCCGTCCCG CACGGCCTGG ACCGGGCGGC CX3TCGCGGCC 

2 9751 CGCCTGGAGG CGCTGCTCGC CCGCTGCACG GCGACGACGG CGGCCACGGG 

2 9801 GGCCGCGGGA GCCGCGGTGG AGGGTGACGG CGACAGCGAC GGCGACGGCG 
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2 9851 CCGTGGATCA GCTGGAGACG GCCACCGCCG AGCAAGTACT GGACTTCATC 

2 9901 GACAACGAAC TCGGGGTGTG AGCCGCGTGC CGGCCGCACA CCAGGCGATC 

2 9951 ACGGGCGGGG AGCTGCAGCG CACATGGTGA GCGAAGAGAA ACTGGTCGAC 

3 0001 TACCTCAAGC GTGTCTCCGC GGACCTGCAC GCCACCCGGC AGCGGCTGCG 
3 0 051 CGAGGCGGAG GAGCGCGGCC AGGAACCCGT GGCCGTGGTG GAGGCCGCCT 
3 0101 GCCGCTACCC CGGCGGCATC CGCACCCCCG AAGACCTGTG GGACCTGGTC 
3 0151 GCCGCGGGCG GCAACGCCCT GGGCGCCTTC CCCGACAACC GCGGCTGGGA 
3 0201 CCTGCGACGC CTCTTCCACC CCGACCCCGA CCACCCCGGG ACGACCTACG 
30251 CCCGCGAGGG CGGCTTCCTC CACGACGCCG ACCTGTTCGA CCCGGAGTTC 
30301 TTCGGCATCA GCCCCCGCGA GGCCGCGGTC CTCGACCCGC AGCAGCGACT 
3 0351 GCTCCTGGAG TGCGCCTGGG AGGCACTGGA GCGCGCGGGC ATCGACCCGC 
3 0401 GGTCCCTCCA GGGCAGCCGT ACCGGCGTGT ACGCGGGTGC CGCCCTGCCC 
30451 GGCTTCGGCA GCCCGCACAT CGACCCCGCC GCCGAGGGCC ACCTGGTCAC 
3 05 01 CGGCAGCGCC CCGAGCGTCC TCTCGGGCCG GCTCGCCTAC ACCTTCGGCC 
3 0551 TCGAAGGGCC CGCGGTGACG ATCGACACCG CCTGCTCGTC GTCGCTCGTC 
3 0601 GCCGTGCACC TGGCGGCCCA CGCGCTGCGG CAGCGCGAGT GCGATCTGGC 
3 0 651 GCTCGCGGGC GGTGTCACCG TCATGACCAC CCCGTACGTG TTCACCGAGT 
3 0701 TCTCGCGCCA GCGCGGCCTG GCCGCCGACG GCCGGTGCAA GCCCTTCGCG 
3 0751 GCCGCCGCGG ACGGCACGGC CTTCTCCGAG GGCGCCGGAC TCCTCGTACT 
3 0801 GGAACGCCTC TCCGACGCCC GCCGGGCCGG CCACCGGGTG CTGGCCGTCA 
30851 TCCGCGGCTC GGCCGTCAAC CAGGATGGCG CGAGCAACGG CCTCACCGCC 
3 0901 CCCAACGGCC CCGCCCAGCA GCGCGTGATC CGCGCCGCCC TCGCCGGGGC 
3 0951 GCGGCTCTCG CCCGCGGAGG TGGACGCGGT CGAGGCGGAG GGCACCGGCA 
310 01 CCCGGCTGGG CGACCCCATC GAGGCCGACG CGCTCCTCGC CACCTACGGT 
31051 CAGGAGCGCC ACGGGGGCCG GCCGCTGTGG CTCGGCTCGG TGAAATCCAA 
31101 CATCGGCCAC ACGCAGGGCG CGGCCGGTGC CGCGGGCCTG ATCAAGATGG 
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31151 TCCAGGCACT GCGGCACGAG ACGCTGCCCG CCACGTTGTA CGCCGACGAG 

312 01 CCCACCCCGC ACGCCGACTG GGAGTCGGGC GCGGTGCGCC TGCTCAGCGC 

312 51 GCCGGTCGCC TGGCCGCGCG GGGAGCACGG GGAGCACACC CGCAGGGCCG 

313 01 GCATCTCCTC CTTCGGCATC TCCGGCACGA ACGCCCACCT CATCCTGGAG 

313 51 GAGGCGCCCG CGGCCGACGC CGAAGGAGCG GGTGGCGACG GCGATGGCGA 

314 01 CGGGGGAGGG GTGCGGCCGG TGGTGCGGGT CGGCGCCACG GGCCCCCGCG 

314 51 AAGAGCAGGG CCAAGGACAG GGCCAAGAGC AGCACCAACA GCAACGTCAG 

315 01 CAGCGGCAGC GGTCGTCGAT GATGCCGACG CCGCACCTCC CGTGGCTGCT 
31551 GTCCGCCCGC AGCCCCGCCG CGCTCCGCGC CCAGGCCGAC GCGCTGGCGA 

316 01 ACCATGTCGC CCACGCGGAC CACTCCATCG CCGACATCGG CGGCACACTG 
31651 CTGCGCCGCA CCCTGTTCGA GCACCGGGCG GTCGTCCTCG GAACCGACCG 

317 01 TGATGAGCGT GCCGCAGCGC TTGCCGCCCT CGCGGCAGGA CGCGCACACC 
31751 CCGCGCTGAC CCGGGCCGCA GGGCCGGCGA GGAACGGCGG CACCGCCTTC 

318 01 CTGTTCACCG GCCAGGGAAG CCAACGCCCA GGCATGGGCA GGCAGTTGTA 
31851 CGACACCTTC GACGTCTTCG CCGAGTCGCT CGACGAGACC TGCGCCCGGC 
31901 TCGACCCCCT GCTCGAACAG CCGCTGAAGC CCGTCCTGTT GGCCCCCGCG 
31951 GACACCGCGC AGGCCGCCGT GCTGCACGGG ACCGGCATGA CGCAGGCCGC 
32001 GCTGTTCGCC CTCGAAGTCG CCCTGTACCG CCAGGTCACC TCCTTCGGGA 
32051 TCGCCCCCAG CCACCTGACC GGGCACTCCG TCGGCGAGAT CGCCGCCGCC 
32101 CACGTCGCCG GGGTGTTCTC CCTGGCGGAC GCCTGCACGC TGGTCGCGGC 
32151 CCGGGGCCGC CTCATGCAGG CCCTGCCCGC AGGTGGCGCC ATGCTCGCCG 
322 01 TCCAGGCGGC CGAGGACGAC GTACTGCCGC TGCTCGCCGG GCAGGAGGAA 

322 51 CGTCTCTCCC TCGCCGCCGT CAACGGCCCC ACCGCCGTCG TCGTGTCCGG 

323 01 TGAGGCCGCT GCCGTCGGGG AGGTGGAGAA GGCGCTGCGC GGGCGCGGAC 
323 51 TGAAGACCAA GCGGCTCAAC GTCAGTCACG CCTTCCACTC GCCGCTCATC 
32401 GAGCCGATGC TCGACGACTT CCGCGAAGTG GCCCGCGGGC TGACCTTCCA 
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324 51 CGCGCCGACG CTGCCCGTCG TCTCCAACCT CACCGGCCGC CTCGCCGACG 

32501 CGGAGCTGAT GGCCGACGCC GAGTACTGGG TGCGGCACGT ACGCCGGCCG 

32551 GTGCGGTTCC ACGACGGGCT GCGCGCTCTC AGCGAGCAAG GCGTCGTGCG 

32601 CTACCTGGAG TTGGGGCCCG ACCCGGTCCT CGCCACCATG GTCCAGGACG 

32651 GTCrCCCGGC CCCGGCGGAG GGAGAGGAGC CCGAGCCGGT CGTCGCCGCG 

32 701 GCGCTGCGCT CCAAGCACGA CGAGGGACGC ACCCTGCTGG GTGCCGTCGC 

32751 CGCGCTCCAC ACCGACGGAC AGCCGGCCGA CCTCACCGCC CTCTTCCCCG 

32 801 CCGACGCCGG GCAAGTGCCG CTCCCCACCT ACCGGTTCCA GCGGCGACGG 

32 851 TACTGGCGCG TCGCGCCCGA CGCCGCCGCG CCGGCCCGCG CCGCCGGCCT 

32901 CCAGGAGACC GGCCACCCGC TGCTGCCCGC CGTCATCCGG CAGGCCGACG 

32 951 GCGGCATCCT GCTCGCGGGA CGCCTGTCCC TGCGTACGCA TCCATGGCTC 

33 001 GCCGACCACA CCATCGCGGG CGGCGTCCCG CTGCCCGCCA CCGCCTTCGT 
3 3 051 CGAACTCGCC CTGCTCGCAG GGCGGCACGC CGCCTGCGAC ACGATCGACG 
33101 ATCTGACGCT GGAGACGCCG CTGCTGCTCG ACGACACCGG TACCGGTGTC 
3 3151 GGGGCGGCTG TGGGCGCGGG CGCCGATGCC CTCGTCGATG CCATAGAAGT 
3 3201 GCAGCTTGCC CTCGGCGCTC CCGACGGTTC CGGCCGCCGT GCTCTCACCG 
33251 TCCACTCCCG TCCTGCCGAC GATGCGGCTG ACGACGGCGA CGCGGCCGAC 
333 01 GCGGCCGATG CGGCAGGCCG GGGAGGCCCG GGCGGCTCGG GTGACCTGGG 
333 51 CGATCCTGGC GATCCGGGCG ATCTGGGCGA CGGCGGGGGC TCCCGCGGCT 
3 34 01 GGCGCCGTCA CGCCACCGGC ATCCTCAGCG CCGGCCCGGC CGCCGAACCG 
3 3451 GCCGCCCCCG ACGCCGCTCC CTGGCCGCCC GCCGACGCCA CCGCCCTCGA 

•33501 CGTCGACGCG CTGTACGCCC GGCTCGACGC GCAGGGGTAC AGCTACGGGC 

3 3 551 CCGCCTTCCG GGCCGTCCAC GCCGCCTGGC GGCACGGCGA CGACCTCTAC 

3 3601 GCCGATGTCC GCCTCGCCGA CGAACAGCGC GCTGAAGCCG ACGCGTTCGC 

3 3651 CCTCCACCCX3 GCCCTGCTCG ACGCCGCCCT GCATGCCGTC GACGAGCTGT 

.3 3701 ACCGCGGCAG TGAGGGGCGG GGGCAGGAGC AGGGGCAGGG TGGTCAGGAG 
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3 3 751 CCGGAGCAGG GCCGTGGCGA CGCGGACGCC CCGGTACGGC TGCCGTTCTC 

33 801 CTTCAGCGAC ATACGCCACC ACGCCACCGG GGCCACACGG CTGTGGGTCC 

33 851 GCCTCAGCCC CCAGGGCGAC GATCGGCTGC GGCTGTCCCT GACCGACGGC 

33 901 GAGGGCGGGC AGGTCGCGAC AGTCGACGCC CTCCAACTGC GGTTGATCCC 
3 3 951 CGCCGACCGG TGGCGCGCGG CCCGCCCCAC CACAGCCGCC CCCCTGTACC 
34001 ACCTGGACTG GCACGAGCTG CCGTTGCCCG AGCCGGCCGA GACGGACCCG 

34 051 GCCGCCCACT CCTGGGCTGT GCTCGGAGCG CACGACGCGG GCCTCGCTCC 
34101 CGCCGCGCAC TACCCGGACC TGGCGGCCCT GAAAGCCGCC GTCGAGGCCG 
34151 GCGAGCCCGT GCCGGACATC GTCTTCGCAC CGTTCCCCGC GCAGGGGACG 
342 01 GAGACCGATG TCCCGGCTCA GGTACGAGCC CACGCCCGGC ACGCCCTGGA 
34251 GCTGCTGCGC GACTGGCTCA CCACGGAAGC TTTCGCCGCC GCCCGCCTCG 
34301 TCGTCCTCAC GACCGGTGCG GTCACCGCCC GCCCAGAGGA CGGGCCCGCC 
34351 GACCTGGCCA CCGCACCTGT ATGGGGCCTG GTCCGAGCCG CCCAGGCCGA 
344 01 ACAACCCGAC CATGTCGTCC TGGTGGACAT CGACAAGGAC ATCGATAAGG 
34451 ACACCGACGA GGAGACCGAC CAGGCCACCG ACGCGGGCAC CGCATCGCGC 
34501 CACGCTCTGC CCGCCGCCTT GGCCGCGGCG GCCGCCCAAG CCGAGACACA 
34 551 GCTCGCCCTG CGCGCGGGCA CCGTGCTCGT GCCGCGCCTC GCCGTCGTCC 
34601 CGCCCCGGAC CGACACCCCA GCGCTGCACG CCACCGCCCC GGAGAGCACC 
34 651 ACGGACACTG TGGACTCCAC GGGCATCGCG GGCGCTGCGG AATCCGGCGG 
34701 CACCGTCCTG ATCACCGGCG GAACCGGCGG CCTCGGGCAG GCCGTCGCCC 
34751 GTCACCTCGC CGCCGCGCAT GGCGCCCGCC ACCTGCTCCT CGTCAGCCGC 
34801 AGGGGCGACG CCGCCGAGGG CGTCGCCGAG TTGCGCGCCG ACCTCGCGGA 
34851 CGACGGCGTC GACGTACGCG TCGCCGCCTG CGACATCACC GACCGCGACG 
34 901 CGCTGGCCGG GCTCCTCGCG GACATCCCCG CCGCGCACCC GCTCACCGCG 
34 951 GTCGTGCACA CCGCGGGCGT CATCGACGAC AGCCTCATCA CGGCGATGAC 
35001 CCCCGAGCGG CTCGACGCCG TCCTCGCACC CAAGGCCGAG GCGGCCTGGC 
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3 5 051 ACCTGCACGA ACTCACCCGC GACAAGGACC TGTCGGCCTT CGTCCTCTTC 

35101 TCCTCGGGCG CCTCCGTCCT CGGCAACGGC GGCCAGGCCA ACTACGCGGC 

3 5151 CGCCAACACC TTCCTCAACA CCCTCGCCGA ACACCGCCGC GCGGCCGGCC 

35201 TCGCCGCCAC CTCCGTGGCC TGGGGCCTGT GGGAGTCCGC GTCCGGCGGC 

3 5251 ATGGCCGCCC GGCTCGGCGA CGCCGACCGC GCCCGCATCC ACCGCACCGG 

3 5301 CGTGACGGGC CTGACCGACG AGCAGGCCCT GGCCCTCTTC GACGCGGCCC 

3 5351 TGACCGCCGA GCACCCCACG GTCCTCGCCA CCCGCTTCGA CCGCGCCGTG 

3 5401 CTGCGCGGCC AGGCCGCCGC CCGCACCCTG CAGCCCGCCC TGCGCGGCCT 

3 5451 GGTACGCACT CCGCGCCCCA CCGCGTCCGC CGGGGCCATC GGGTCCACCG 

3 5501 CAGCCACCGG GTCCGCCACG GACGAGAACG CGCCCTCCTC GTGGGCCGCC 

3 5551 CGGCTCGCCC GGCTGTCCGC CGCCGACCGC GACCGCGCCC TCAACGAACT 

35601 CATTCGCGAG CAGATCGCGA CCGTCCTGGC ACACCCCTCA CCCGACACCA 

3 5651 TCGAACTGGG CCGCGCCTTC CAGGAGTTGG GCTTCGACTC GCTCACCGCC 

3 5701 CTGGAACTCC GCAACCGCCT CTCCACGGCC ACCGGCATCC GGCTGCCCGC 

3 5751 CACCCTCGTC TTCGACCACC CGAGCCCCAC CGCCCTCGTA CGCCATCTCC 

3 5801 ACAGCCATCT CCCCGACGAG GCCCAGCACA CGTCCCCGAC CGCCCCCGGC 

3 5851 GCCTCTGCGG AGGGCACCGC CGCCACGGCC ACCGGCATCG ACGACGACCC 

3 5901 GATCGCCATC GTCGGCATGG CGTGCCGCTA CCCGGGCGGC GTGACCTCGC 

3 5951 CCGAGCAGCT GTGGCAGCTC GTGGCCACCG GCACCGACGC CATCGGCCCG 

3 6001 TTCCCCGAGG ACCGCGGCTG GGACACGGCC GGACTGTTCG ATCCCGACCC 

3 6051 CGACCAGGTC GGCCACAGCT ACACCCGCGA AGGCGGCTTC CTCTACGACG 

3 6101 CCGCCCGCTT CGACGCGGGC TTCTTCGGCA TCAGCCCGCG CGAGGCCGCC 

36151 GCCACCGACC CGCAGCAGCG CCTGCTCCTG GAAACCGCCT GGCAGGCGTT 

36201 CGAACACGCG GGCATCGACC CCGCCGCCCT GCGCGGCACC CCGTGCGGCG 

36251 TCATCACCGG AATCATGTAC GACGACTACG GATCCCGCTT CCTCGCGCGC 

36301 AAACCGGACG GCTTCGAGGG CCGCATCATG ACCGGCAGCA CGCCGAGCGT 
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3 6351 GGCCTCCGGC CGGGTCGCGT 

36401 CGGTGGACAC CGCGTGCTCC 

36451 CAGGCGCTGC GGCAGGGCGA 

36501 CGTGATGGCC ACCCCGAACA 

3 6551 TGGCCCCCGA CGGCCGCTGC 

36601 GGCTGGGGCG AGGGCGCCGG 

36651 GCGCCGCAAG GGACACCGCG 

3 6701 ACCAGGACGG CGCGAGCAAC 

36751 GAACGGGTCA TCCGCACCGC 

36801 CATCGACGTG GTGGAGGCGC 

36851 TCGAGGCGCA GGCCCTGCTC 

36901 CGCCCGCTCT GGCTCGGCTC 

36951 CGCCGCCGGT GTCGCGGGCG 

37001 AGCAACTGCC CACGACCCTG 

37 051 TGGGACGGCG GCGGCGTACG 

37101 CGGCGAGCGC ACGCGGCGCG 

37151 CGAACGCGCA CCTGATCCTG 

3 72 01 CCCGTGGCGG CGGAGCCGGG 

3 7251 GACGCCGGAC GCGTTGCGTG 

3 73 01 TCGGTGCCGG GGATGTGTCG 

37351 ACGCGGTCGG TGTTCGAGCA 

37401 CGATCTGGTT GCCGGGATGC 

37451 ATGTCGTGTC CGGTGCGGCG 

37501 TTCCCGGGGC AGGGGTCGCA 

37551 CGAGTCCCCC GTCTTCGCGG 

3 7601 CGGCGTACGT GGACTGGTCG 



ACACCTTCGG CCTGGAGGGC CCCGCCATCA 
TCCTCGCTGG TCGCGATGCA CCTGGCGGCG 
GTGCGAACTG GCCCTGGCCG GGGGTGTGAC 
CCTTCGTGGA GTTCTCCCGC CAGCGCGGCC 
AAGCCGTTCG CCGCCGCGGC GGACGGCACC 
ACTCGTCGTC CTGGAGCGCC TCTCCGACGC 
TCCTCGCCCT GCTGCGCGGT TCGGCCGTGA 
GGCATGACCG CCCCGAACGG TCCCTCGCAG 
CCTGGCCGGC GCGGGCCGTG GTCCCGAGGA 
ACGGCACCGG CACCACGCTC GGCGACCCGA 
GCCACGTACG GGCAGGGGCG CCCGGAGGAC 
GGTGAAGTCG AACATCGGCC ACACGCAGGC 
TCATCAAGAT GGTCATGGCA CTGCGCCACG 
CACGCCGACG AGCCGACCCC CCACGTGCAA 
TCTCCTGACC GAACCGGTCC CGTGGTCGCG 
CCGGGGTGTC GTCCTTCGGG ATCTCCGGGA 
GAGGAGCCGC CGGAGGAGGA CCTGCCCGAG 
TGGGGTGGTG CCGTGGGTGG TGTCCGGGCG 
AACAGGCGCG GCGGCTCGGC GAGTTTGTCG 
GCAGCCGAGG TGGGATGGTC ACTGGCCACG 
GCGGGCCGTG GTGGCGGGCC GGGACCGGGA 
AGGCGCTGGC GGCAGGGGAG ACGCCGACAG 
GCTTCCTCCG GTGCGGGGCC GGTGTTGGTG 
GTGGGTGGGC ATGGGTGCCC AGCTCCTTGA 
CGCGGATCGC GGAGTGTGAG CAGGCGCTGT 
CTGAGTGATG TCCTGGGCGG GGACGGGAGT 
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3 7651 GAGCTGTCCC GGGTCGAGGT CGTGCAGCCC GTGTTGTGGG CGGTAATGGT 

3 7701 CTCGCTGGCT GCCGTCTGGG CGGATTACGG GGTCACTCCG GCCGCTGTGG 

3 7751 TGGGGCATTC GCAGGGTGAG ATGGCTGCCG CGTGTGTGGC GGGGGCGCTG 

3 7 801 TCGCTGGAGG ATGCGGCGCG GATTGTGGCG GTACGCAGTG ACGCGCTTCG 

3 7851 TCAGCTGCAA GGGCACGGCG ACATGGCCTC ACTCGGCACT GGTGCCGAGC 

3 7901 AGGCCGCTGA GCTGATCGGT GATCGGCCGG GAGTGGTCGT CGCGGCAGTC 

3 7951 AACGGGCCGT CGTCTACCGT GATTTCGGGG CCGCCGGAGC ATGTGGCCGC 

3 8001 TGTGGTCGCG GAGGCGGAGG CACGTGGTCT GCGCGCCCGT GTGATCGACG 

3 8051 TCGGGTATGC CTCGCACGGC CCCCAGATCG ACCAGCTCCA CGACCTCCTC 

3 8101 ACCGAGGGCC TGGCTGACAT CCGGCCCGCG AACACGGACG TGGCCTTCTA 

3 8151 TTCGACGGTC ACCGCCGAGC GCCTGACGGA CACCACAGCC CTGGATACGG 

3 8201 ATTACTGGGT GACCAACCTC CGCCAGCCGG TCCGGTTCGC CGACACCATC 

3 8251 GAAGCGCTTC TCGCGGACGG CTATCGCCTG TTCATCGAGG CCAGCGCGCA 

3 8301 CCCGGTGTTG GGCCTGGGCA TGGAGGAGAC CATCGAGCAG GCGGACATCC 

3 8351 CTGCCACGGT CGTCCCCACC CTGCGCCGCG ACCACGGCGA CACCACCCAG 

3 8401 CTCACCCGCG CCGCCGCCCA CGCCTTCACC GCCGGCGCCG ATGTCGACTG 

3 8451 GCGACGCTGG TTCCCGGCCG ACCCCACCCC CCGTACCGTC GACCTCCCCA 

3 8501 CCTACGCCTT CCAGCACCAG CACTACTGGC TGGAGGAGCC CAGTGGGCTC 

3 8551 ACCGGAGACG CCGCCGACCT CGGCATGGTG GCCGCCGGGC ATCCGCTGCT 

3 8601 CGGTGCCTGT GTGGAACTCG CGGAGAGCGA CTCGf ACTTG TTCACCGGGC 

3 8 651 GGCTCTCGCG CAGGGCTCCG TCCTGGCTGG CCGAACACGT GGTGGCGGGG 

3 8701 ACGGTTCTGG TGCCGGGTGC GGCGTTGGTG GAGTGGGTGC TGCGGGCCGG 

3 8751 CGATGAGGCG GGATGCCCGA CGATTGAGGA ACTGACGCTC CAGGCGCCGT 

3 8801 TGGTGCTGCC CGAGTCGGGC GGGTTGCAGG TTCAGGTGGT CGTGGGTGCG 

3 8851 ACCGATGAGC AGAGOGGCCG TCGTGACGTA CACGTGTATT CGAGGTCTGA 

3 8901 GCAGGACGCG TCGGCGGTGT GGGTGTGCCA TGCCGTCGGT GTGGTGAGCT 
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3 8951 CCGAAATGCC AGAAGCGGCA GCCGAGTTGA GTGGGCAGTG GCCTCCTGCC 

3 9001 GGGGCCGAAG CCGTGGATGT CGAGGACTTC TACGCGCGGG CCGCGGAGGC 

39051 CGGATACGCC TACGGTCCGG CGTTCCAGGG GCTGCGGGCG CTGTGGCGGC 

3 9101 ACGGGACGGA GCTGTTCGCC GAGGTGGTGC TGCCCGAACA GGCGGGTGGG 

3 9151 CACGACGGTT TCGGCATCCA CCCGGCGCTG CTGGACGCCG CCCTGCATCC 

3 9201 GCTGATGCTC CTCGACCGGC CCGCGGACGG GCAGATGTGG CTGCCGTTCG 

3 9251 CGTGGAGCGG GGTGTCGCTG AACGCGGACC GGGCGACCCA CGTCCGTGTC 

3 9301 CGGCTCTCCC CGCGGGGGGA GGCGGCCGAG CGTGACCTGC GGGTCGTCAT 

3 9351 CGCGGACGCG ACCGGGGCGC CCGTCCTGAG GGTCGACGCC CTGACCCTGC 

3 9401 GCGCGGCCGA TCCCGGCCGG CTGGGTGCGG CGGCCCGTGG CGGTGTCGAC 

3 9451 GGCCTCTACA CCGTCGACTG GACCCCGCTG CCCCTGCCCC AGCCCCTTCC 

3 9501 GCTGCCGCGG ACGGATGCAG GGGGGAGTGC CGACTGGGTC ATACTCTCGG 

3 9551 ACAACTCCAG TGCAGCTCTG GCTGATGCGG TGTCGTCCGC GACGGCGGCA 

3 9601 GGTGGCGGAG CGCCGTGGGC ATTGCTCGCT CCCGTGGGTG GCGGCTCTGC 

3 9651 CGATGACGGG CTGCCGGTGG TGCGGCGGAC CCTCTCCCTC GTACAGGAGT 

39701 TCCTGGCCGC CCCGGAGCTQ ACCGAGTCCC GTCTCGTCAT CGTGACACGC 

3 9751 GGTGCCGTGG CCACCGACGC CGATGGTGAC GTCGCGGCGT CCGCGGCAGC 

3 9801 GGTATGGGGC CTGATCCGCA GCGCCCAGTC GGAGAACCCG GGCCGCTTCG 

3 9851 TCCTGCTCGA CGTCGAGGAG GAGCACCTCC ACCCGGACGG CGGGGAACTG 

3 9901 CCGTACGCCG CCCTGCGCCA CGCCGTAGAG GAGCTCGACG AGCCTCAACT 

3 9951 TGCCCTCCGC AGCGGCAAAT TCCTCGTACC GCGCATGACG CCCGCCGCCG 
40001 CCCCCGAGGA GCTCGTCCCG CCGGTCGGTA CGTCCGGCTG GCGCCTCGGC 

4 0051 ACCTCCGGTA CGGCCACCCT GGAGAATCTG TCGGTGATCG ACGCTCCCGA 
4 0101 GGCGTTCGCG CCGCTGGAGC CCGGGCAGGT GCGGATCTCC GTACGGGCGG 
40151 CGGGCATGAA CTTCCGTGAC GTGCTGATCG CGTTGGGCAT GTATCCCGAC 
40201 AAGGGCACGT TOGCGGGAAG CGAGGGCGCC GGACATGTGA CGGAGGTGGG 
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4 0251 ACCGGGCGTC ACTCATCTGT CGGTCGGTGA CCGGGTGATG GGTCTGTTCG 

4 0301 AGGGCGCGTT CGCTCCGCTG GCCGTCGCGG ACGCCCGGAT GGTCGTCCCG 

4 0351 ATTCCGGAGG GCTGGAGCTT CCAGGAGGCC GCGGCGGTGC CCGTGGTGTT 

4 0401 CCTCACGGCC TGGTACGGCC TCGTGGACCT CGGCCGCCTC CGGGCGGGCG 

4 0451 AATCGCTGCT CATCCACGCG GGCACCGGCG GAGTGGGCAT GGCCGCCACC 

4 0501 CAGATCGCCC GCCACCTGGG CGCCGAGGTG TTCGCCACCG CGAGCCCcJgC 

4 0551 CAAGCACGGC gtgctcgacg GCATGGGCAT CGACGCGGCC CACCGCGCCT 

4 0601 CCTCCCGTGA CCTCGACTTC GAGGAGACCT tgcgggcggc gacgggcggg 

4 0 651 CGCGGCATGG ACGTCGTACT CAACAGTCTG GCCGGGGAGT tcaccgacgc 

4 0701 CTCGCTGCGG CTGCTCGCCG AGGGCGGGCG CATGGTGGAC ATGGGCAAGA 

4 0751 CCGACAAGCG CGACCCCGAC CGGGTCGCGG CCGAGCACGC GGGCGCGTGG 

4 0801 TACCGGGCCT TCGACCTCGT GCCGCACGCG GGGCCCGACC GGATCGGGGA 

4 0851 AATGCTGGCG GAGCTGGGCG AGTTGTTCGC CTCCGGCGCC CTGGCGCCGC 

4 0901 TGCCGGTCCA GACCTGGCCG CTGGGCCGGG CGCGTGAGGC GTTCCGGTTC 

4 0951 ATGAGCCAGG CGAAGCACAC CGGCAAGCTG GTGCTGGAGA TCCCGCCCGC 

41001 CCTCGATCCG GACGGCACGG TGCTCATCAC CGGCGGCACC GGGGTCCTCG 

41051 CCGCCGCGGT GGCCGAGCAT CTGGTGAGGG AGTGGGGCGT ACGACACCTG 

41101 CTGCTGGCCG GGAGGCGCGG TTCCGAGGCG CCCGGGAGCA GTGAACTCGC 

41151 CGAGGAACTG ACCGAGTTGG GGGCCGAGGT GACCTTTGCC GCGGCCGATG 

412 01 TCAGTGATCC GGACGCCGTG GCGGAGCTCG TCGGCAAGAC CGATCCGGCG 
41251 CACCCGCTGA CCGGTGTGAT CCACGCGGCC GGTGTGCTGG ACGACGCCGT 

413 01 GGTCACCGCA CAGACCCCGG AGAGCCTCGC GCGGGTGTGG GCGGCGAAGG 

413 51 CGACGGCCGC ACACCTGCTG CACGAGGCGA CCCGGGAGGC GCGCCTCGGT 

414 01 CTCTTCCTGG TGTTCTCCTC GGCGGCGGCG ACACTCGGCA GTCCGGGACA 
41451 GGCCAACTAC GCGGCGGCCA ACGCCTATTG CGACGCCCTC GTCCGGCAAC 
41501 GGCGTGCCGA GGGCCTGGCC GGTCTCTCGA TCGGCTGGGG TCTGTGGCAG 
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41551 ACGGCGAGCG GCATGACCGG ACACCTCGGC GAGACGGACC TGGCACGCAT 

41601 GAAGCGCACC GGGTTCACCC CGCTGACCAC CGAAGGTGGC TTGGCCCTCC 

41651 TCGACGCCGC CCGCGCCCAC GGCCGCCCGC ACGTGGTCGC GGTGGACCTC 

41701 GACGCGCGCG CCGTCGCCGC GCAGCCCGCC CCGTCCCGGC CCGCGCTCCT 

41751 GCGCGCCCTG GCCGCGGGTG CGACCCCGGG GGCCCGCACC GCCCGGCGCA 

418 01 CCGCGGCCGC GGGCAGCGTC GCCCCGGCGG GCGGTCTCGC CGACCGGCTC 

41851 GCCGGCCTGC CGCATCCCGA ACGGCGCCGG CTGCTGCTCG ACCTCGTACG 

41901 TGGCAACGTC GCCGGCGTCC TCGGGCACAG CGACCACGAC GCCGTCCGCC 

41951 CGGACACGTC GTTCAAGGAG CTCGGCTTCG ACTCCCTGAC CGCCGTGGAA 

42 001 CTGCGCAACC GGCTGGCCGC CGCCACCGGC CTGAAGCTGC CCGCGGCGCT 

42051 CGTCTTCGAC TACCCCGAGT CGGCCACCCT CGTCGACCAC CTCCTGGAGC 

42101 GTCTGTCGCC CGACGGCGCG CCGCCGCCCG TCAAGGACGC CGCGGACCCC 

42151 GTTCTCAACG ACCTCGGCAG GATCGAGTCC TCCCTGGACG CGCTCGCCCT 

422 01 CGACGCGGAC GCGCGCAGCC GGGTCACCAG GCGTCTGAAC ACCCTGCTGT 
42251 CGAAGCTGAA CGGAGCCGCC ACCGCCGGCT CCCCGGCGGA CGTCACGGAC 

423 01 CTGGACGCGC TGGACGCGCT GGACGACGTG TCCGACGACG AGATGTTCGA 

423 51 GTTCATCGAC CGAGAGCTGT GACCCCCCTG CCCGCCCCGT CCCCCTTCCC 

424 01 CGCCCCCACG TTCCCCGTGC CCTTCGCTGA TGGAGAAGTG ACGTTCGATG 
42451 TCGAGTGCTG AAGAGTCGAG TCCTGATGTG TCCGGCACGG GTGTGTCCGG 
42 501 TACGGGAGAG TCCGCTACGG GTACGTCGAG TACGGAAGCC AAGCTTCGGC 
42 551 AGTATCTGAA GCGGGTCACG GTGGACCTCG GCCAGGCCCG CCGGCGGCTG 
42 601 CGCGAGGTGG AGGAGCGGGC CCAGGAGCCG ATCGCCATCG TCTCCATGGC 
42 651 GTGCCGCTTC CCCGGCGACA CCCGCACGCC CGAGGCGCTG TGGGACCTGG 
42 701 TCGCCGAGGG CGGCGACGCC ATCGACGACT TCCCCACCAA TCGCGGCTGG 
42 751 GACCTGGAGA GCCTCTACCA CCCCQACCCC GACCACCCCG GCACCAGCTA 
42 801 CGTCCGACGC GGCGGGTTCC TGTACGACGC CCC03CCTTC GACGCGTCGT 



-33- 



"n sEPitmui 2CC0 

42 851 TCTTCGGGAT CAGCCCGCGC GAAGCCCTGG CCATGGACCC GCAGCAGCGG 
42 901 GTGCTCATGG AGACGGCCTG GCAGCTCCTG GAGCGGGCCG GCATCGACCC 
42 951 GGCCTCGCTG AAGCTGAGCG CCACCGGCGT CTACATCGGC GCGGGCGTGC 
4 3 001 TCGGGTTCGG CGGCGCGCAG CCCGACAAGA CGGTAGAGGG CCACCTCCTG 
4 3 051 ACCGGCAGCG CGCTGAGTGT CCTGTCCGGC CGCATCTCCT TCACGCTCGG 
4 3101 CCTCGAGGGC CCGTCGGTCA GTGTCGACAC GGCGTGCTCC TCCTCGCTGG 
4 3151 TCTCCATGCA CCTGGCGGCC CAGGCGCTGC GGCAGGGGGA GTGCGATCTC 
4 32 01 GCGCTGGCCG GCGGTGTCAC CGTGATGTCG ACGCCCGGCG CGTTCACCGA 
4 3251 GTTCTCCCGC CAGGGCGCGC TGTCTCCGGA CGGCCGCTCG AAGGCTTTCG 
43 3 01 CGGCCTCGGC CGACGGCACC GGTTTCTCGG AGGGCGCGGG ACTGCTCCTC 
43 351 CTGGAGCGGC TCTCCGACGC GCGCCGCAAC GGCCACAAGG TGCTCGCGGT 
4 3401 GATCCGCGGC TCGGCCGTCA ACCAGGACGG CGCGAGCAAC GGTCTCACCG 
4 3451 CCCCCAACGG CCCCTCCCAG GAACGCGTGA TCCGCGCCGC CCTCGCCAAC 
43501 GCGGGCCTGG GCGCCGCCGA GGTCGACGCG GTCGAGGCAC ACGGCACCGG 
4 3 551 CACGAAGCTC GGCGACCCCA TCGAGGCCGG TGCGCTGCTC GCCACCTACG 
4 3 601 GCCGCGACAG GGACGAGGAC CGGCCGCTGT GGCTGGGCTC GGTCAAGTCG 
4 3 651 AACATCGGTC ACCCGCAGGG CGCAGCAGGC GTCGCGGGCG TCATCAAGAT 
43701 GGTGATGGCG CTGCAGCGCG AACTGCTCCC CGCCACCCTG TACGTCGACG 
4 3 751 AGCCCACCCC GCACGTCGAC TGGTCCTCGG GCTCCGTCAG GCTCCTCACC 
43 801 GAACCGGTCC CGTGGACCCG CGGCGAGCGC CCGCGCCGCG CGGGCGTGTC 
43 851 CGCCTTCGGC ATGTCCGGGA CGAACGCCCA CGTGATCCTG GAGGAGGCAC 

43 901 CGCCCGAGGA GGCAGCGGCC GCGGAGACAC CGGCGGAAGG GACAGGCGCA 
4 3 951 GTCGTCCCGT GGGTCGTCTC CGGCCGGGGC GAGGAAGCGC TGCGGGCCCA 

44 001 GGCCGCACAG CTCCCCGAGC ACGTGCX3CGA . CGACGACCAG CGGCCGGCGT 
44 051 CACCGCTGGA GGTGGGGTGG TCGCTCGCCA CGACACGGTC GGTGTTCGAG 
44101 AACCGGGCCG TCGTCGTCGG GGACGACCGC GACGCGCTCC TCGACGGCCT 
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44151 CCGGTCGCTG GCGGCAGGTG AGGCGTCGCC GGACGTGGTG TCCGGGGCGG 

44201 TCGGCCCCAC GGGGCCCGGG CCGGTCATGG TGTTCCCCGG CCAGGGCGGC 

44251 CAGTGGGTGG GCATGGGGGC CCGGCTCCTC GACGAGTCCC CGGTGTTCGC 

443 01 GGCCCGGATC GCCGAGTGCG AGCAGGCCCT GTCGGCGTAC GTGGACTGGT 

443 51 CCCTGACCGA CGTGCTGCGC GGGGACGGGT CGGAGCTGGC CCGGATCGAC 

444 01 GTCGTCCAGC CCGTGCTGTG GGCCGTCATG GTCGCGCTCG CCGCCGTCTG 
444 51 GGCGGACCAG GGAATCGAAC CCGCCGCCGT CGTCGGCCAC TCGCAGGGCG 
44 501 AGATAGCCGC GGCGTGCGTC GTGGGCGCCA TCTCCCTGGA CGAGGCGGCC 
44551 CGCATCGTCG CCGTACGCAG TGTGCTGCTG CGGCAGCTGT CCGGACGCGG 
44 601 CGGCATGGCG TCCCTGGGGA TGGGCCAGGA GCAGGCCGCC GACCTGATCG 
44 651 ACGGACACCC GGGTGTGGTC GTCGCGGCCG TCAACGGGCC GTCGTCCAGC 
44701 GTCATCTCGG GCCCGCCCGA GGGCATCGCC GCCGTCGTCG CCGACGCCCA 
44 751 GGAGCGGGGC CTTCGCGCCA GGGCCGTCGC CTCCGACGTC GCGGGCCACG 
44 8 01 GCCCGCAGCT GGACGCGATC CTGGACCAGC TCACGGAGGG CCTGGCCGGC 
44 851 ATCCGGCCCG CCGCGACCGA CGTCGCGTTC TACTCCACCG TCACCGCCGG 
44 901 GCACCTCACC GACACCACCG AACTCGACAC CGCGTACTGG - GTGCGGAACG 
44 951 TGCGCCGGAC GGTGCGTTTC GCCGACACGA TCGACGCGCT GCTCGCGGAC 
45001 GGGTACCGCC TGTTCATCGA GGTGAGCCCC CACCCCGTCC TCAACCTCGC 
4 5051 GCTGGAAGGC CTCATCGAAC GGGCGGCCGT GCCCGCCACG GTCGTGCCCA 
4 5101 CCCTGCGCCG CGACCACGGC GACACCAGCC AGCTCGCCCG CGCCGCGGCC 
4 5151 CACGCCTTCG CCGCCGGCGC GGACGTGGAC TGGCGGCGCT GGTTCCCGGC 
4 5201 CGACCCCGCC CCCCGTACCG TCGACCTGCC CACCTACGCC TTCCAGCGCC 
4 5251 AGGACTTCTG GCCGGCCCCC GCCGGCGGGC GGTCCGGCGA CCGTGCCGGG 
45301 CTCGGCCTCG CCGCCTCCGG ACACCCGCTC CTGGGCGCCT CCGTGGGCCT 
4 5351 CGCGAGCGGG GACGTACACC TGCTGAGCGG GCGGGTGTCC CGGCAGTCCG 
4 5401 CCGCGTGGCT GGACGACCAC GTCGTGGCGG GCCAGGCCCT GGTGCCCGGC 
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4 5451 GCGGCGCAGG TGGAGTGGGT GCTGCGGGCC GGCGACGACG CGGGCTGCTC 
45501 CGCCCTGGAG GAGCTGACGC TCCAGACGCC GCTCGTGCTG CCCGACACCG 
4 5551 GCGGCCTGCG GATCCAGGTC GTCGTCGAAG CGGCCGACGC ACACGGCCGG 
45601 CGCGACGTCC GGCTGTTCTC CCGCCCCGAT GACGACGACG CCTTCGCGTC 
4 5651 GACGCACCCC TGGACCTGCC ACGCCACGGG CGTGCTCGCC CCCGCCCCGA 
4 5701 CGGACGGCAC CAACGGAACG CGGGACGCCG CCGACACCCT GGACGGCGCA 
4 5751 TGGCCCCCGG CCGACGCCGA ACCCGTCCCC GCCGACGACC TCTACGCGCA 
45801 GGCCGACCGC ACCGGATACG GCTACGGCCC CGCCTTCCGG GGCGTACGGG 
4 5 851 CGCTGTGGCG CCACGGCAAG GACGTCCTGG CCGAGGTGAC GCTGCCCAAG 
45901 GAGGCCGGCG ACCCGGACGG CTTCGGTATC CACCCGGCCC TCCTCGACGC 
45951 CGTCCTGCAA CCCGCCGCAC TGCTGCTGCC CCCGACCGAC GCCGAACAGG 
4 6001 TCTGGCTGCC GTTCGCCTGG AACGACGTGG CGCTGCACGC CGTACGGGCC 
4 6051 ACCACGGTCC GGGTGCGCCT CACCCCGCTC GGGGAGCGGA TCGACCAGGG 
4 6101 GCTGCGCATC ACCGTGGCCG ACGCCGTGGG CGCGCCCGTG CTCACCGTCC 
4 6151 GCGACCTGCG CTCGCGCCCG ACCGACACAG GCCGCCTCGC CGCGGCCGCG 
4 6201 ACCCGCGACC GGCACGGGCT GTTCGACCTG GAGTGGATCG CGCCGGAGAA 
4 6251 CGCGGCGGAG AACGCGGCGG GTCCGGCCCG GGACGCGTCC GAAGGGTGGG 
4 6301 TGACACTCGG CGAGGACGCC GCGAGCCTCG CGGACCTGCT GGCGTCCGTC 
4 6351 GAGGCGGGCG CTCCGGCGCC GCAGCTCGTG GCCGCCCCCG TCGAACCCGA 
4 6401 CCGGACCGAC GACGGCCTGG CACTCGCCAC CCACGTCCTC GACCTCGTAC 
4 6451 AGACCTGGCT CGCCTCGCCC CTGCACGACT CCCGCCTGGT CCTGGTGACG 
4 6501 CGAGGGGGAG TGACGGATGC GGATGTGGAT GTGGCTGCCG CGGCCGTTTG 
4 6551 GGGTCTGGTA CGCAGCGCCC AGTCGGAGCA CCCCGGCCGC TTCACGCTGA 
46601 TCGACCTCGG CCCCGACGAC ACGCTTGCCG CAGCCATGCA GGCGGCGCAC 
4 6651 CTGGAAGAGC CGCAACTGGC GGTGCACGGC GGCGAGATAC GAGTGCCGCG 
4 6701 ACTGGTCCGC GCCACGACCG ACCCGACCGC CCCGAACGGG ACACCGGAGG 
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4 6751 CCGACCGGAC GGCGGACCCG TCCGAAGGAC TCCACCGGAA CGGTACGGTT 

46 801 CTCATCACCG GCGGCACCGG CGTACTCGGC CGACTGGTGG CCGAACACCT 
4 6 851 GGTCACGGAG TGGGGCGTAC GCCACCTGCT GCTCGCGAGC CGACGCGGCG 
4 6901 ACCAGGCGCC GGGTAGCGCC GAACTCCGCG CCCGCCTGAG CGAATTGGGA 
4 6 951 GCATCGGTCG AGATCGCCCC GGCCGATGTC GGCGACGCGG AAGCGGTCGC 
4 7 001 CGCACTGATC GCGTCGGTCG ACCCGGCGCA CCCGCTCACC GGTGTGATCC 
4 7 051 ACGCGGCCGG TGTCCTGGAC GACGCCGTGA TCACCGCCCA GACCCCCGAG 
47101 AGCCTCGCGC GGGTGTGGGC GACGAAGGCG ACGGCGGCCC GCCATCTGCA 
4 7151 CGAGGCGACA CGGGAGACAC CCCTCGACTT CTTCGTGGTG TTCTCCTCGG 
4 7201 CGGCCGCCTC GCTCGGCAGC CCCGGCCAGG CCAACTACGC GGCGGCCAAC 
4 72 51 GCCTATTGCG ACGCCCTCGT CCAGCACCGC CGCGCCCAAG GGCTCGCGGG 
4 7301 CCTCTCGATC GCCTGGGGCC TGTGGCAGGC GACCAGCGGC ATGACCGGGC 
4 7351 AGCTGAGCGA GACCGACCTG GCGCGCATGA AGCGCACCGG GTTCGCCGCG 
4 7401 CTGACCGACG • AGGGCGGCCT GGCCCTGCTC GACGCCGCCC GTGCCCACGA 
4 7451 CCGGGCCTAC GTGGTCGCGG CCGACCTCGA CCCGCGCGCC GTGACCGATG 
475 01 GCCTGTCCCC GCTCCTGCGC GCCCTCACGG CGCCCGCCAC GCGGCGGCGC 
47551 GTGGCCTCCG AAGGCCTCGC CGACGGGGCG CTCGCGACCC GCCTGGCCGG 
47601 CCTCGACGCG GACGGCCGCC TAAGGCTCCT CACCGATGTC GTACGCGAGT 
47651 ACGTCGCGGC CGTCCTCGGC CATGGTTCCG CCGCCCGGGT GGGCGTCGAC 
4 7701 ATCGCCTTCA AGGACCTGGG TTTCGACTCG CTGACCGCGG TGGAGCTGCG 
47751 CAACCGGCTG TCGGCCGCCT GTGACGTGCG GCTGCCCGCC ACACTGATCT 
4 7 801 TCGACCACCC CACCCCGCAG GCTCTCGCCA CCCACCTGGT GGACCGCTTG 
4 7 851 GCGGGCAGCA CCTCCGCGAC CACGACGGTG AATGCGACGG CGCCGGCAGC 
4 7 901 CGCCCACGTC GCCGCAGGGG CCGACGTCGA CGCAGACACC GACGACCCGG 

47 951 TOGCCATCGT CGCCATGACG TGCCGGTTCC CGGGCGGCGT CGCGTCCCCG 
48001 GACGACCTGT GGGACCTGCT CGACGCACGC AAGGACGCGA TGGGCGCCTT 
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48051 CCCCACCGAC CGCGGCTGGG 

4 8101 ACCACCCCGG CACCAGCTAC 

4 8151 GGTGATTTCG ATGCGGCGTT 

4 8201 GATGGATCCG CAGCAGCGGT 

4 8251 AGCGTGCGGG TATCGATCCG 

483 01 TACGTGGGCC TCATGTACCA 

4 8351 CGCCCAGTTG GAGGGCTACT 

4 8401 CCGGCCGCGT CGCCTACACC 

4 8451 GACACCGCGT GCTCCTGCTC 

4 8 501 ACTCCGGCAC GGCGAGTGCG 

4 8551 TGGCCGACCC GGACATGTTC 

4 8601 CCTGACGGCC GCTGCAAGGC 

4 8 651 CTCCGAGGGA GTGGGCGTAT 

4 87 01 GTCATGGGCG TCGGGTGTTG 

4 8 751 GACGGTGCGA GTAATGGGTT 

4 88 01 GGTGATTCGT CAGGCGTTGG 

4 8 851 ATGTGGTGGA GGGGCATGGG 

4 8 901 GCGCAGGCTC TGCTGGCCAC 

4 8 951 GTTGTGGTTG GGGTCGGTGA 

4 9001 CGGGTGTTGC GGGTGTCATC 

4 9051 GTGCCGGCGA - GTTTGCATGT 

4 9101 TTCGGGTGCG GTGCGGTTGG 

4 9151 AGGGTCGTCC GCGTCGGGCG 

4 9201 AATGCGCACG TGATCGTGGA 

4 9251 GGTATCGGTC GGCGGTGAGG 

4 9301 TGCCGTGGGT -GGTCTCXSGCC 



ACCTGGAACG CCTCTTCCAC CCCGACCCGG 
ACCGACCAGG GCGGATTTCT TCCCGACGCG 
CTTCGGGATC AATCCGCGGG AGGCGCTGGC 
TGTTGCTGGA GGCGTCGTGG GAGGTGTTGG 
ACGACGCTCA AGGGCACCCC GACCGGCACC 
CGACTACGCC AAGTCCTTCC CCACGGCCGA 
CCTACTTGGC GAGCACCGGC AGCATGGTCT 
CTGGGCCTTG AAGGTCCGGC GGTGACGGTC 
CCTGGTCTCC ATCCACCTGG CGACGCAGGC 
ACCTCGCCCT GGCAGGCGGT GTGACCGTCA 
GCGGGCTTCT CGCGCCAGCG CGGCCTCTCA 
CTACGCCGCC GCGGCCGACG GAGTCGGATT 
TGCTCCTTGA GCGGTTGTCG GATGCGCGGC 
GGTGTGGTGC GGGGTTCGGC GGTGAATCAG 
GACGGCGCCG AATGGTCCGT CGCAGGAGCG 
CCAGTGGTGG GTTGTCGTCG GTGGATGTTG 
ACGGGGACCA CGTTGGGTGA TCCGATCGAG 
ATATGGGCAG GGGCGTCCGG AGGACCGTCC 
AGTCGAACAT TGGTCATACG CAGGCGGCTG 
AAGATGGTGA TGGCGATGCG GCATGGTGTG 
GGATGTGCCG TCGCCGCATG TGGAGTGGGA 
CGGTTGAGTC GGTGCCATGG CCGCAGGTGG 
GGTGTGTCGT CGTTCGGCGC TTCGGGGACG 
GTCTGTTCCC GATGGGCTGG AGGAGGACTC 
CTCTTGAGAC GGAGACTGAC GGGCGCTTGG 
CGCAGCCCGC AGGCCCTGCG CGACCAGGCA 
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4 9351 CTACGCCTGC GTGACTTTGC CAGTGACGCG TCGTTCCGCG CGCCGCTCGC 

4 9401 CGACGTGGGC TGGTCGCTGC TGAAGACGCG TGCGCTGCAT GAGCATCGCG 

4 9451 CCGTTGTGGT GGGCGCGGAG CGGGCAGAGC TGATCGCCGC TCTGGAGGCG 

4 9501 CTGGCGACGG GTGAGCCGCA TGCGGCGCTG GTCGGCCCGG CTTGCTCGCA 

4 9551 GGCTCGGGTG GGTGGCGATG ACGTGGTGTG GCTGTTCAGT GGTCAGGGCA 

4 9601 GTCAGTTGGT CGGTATGGGT GCTGGTTTGT ATGAGCGGTT CCCGGTGTTT 

4 9651 GCGGCTGCGT TTGATGAGGT GTGCGGCCTG TTGGAGGGGC CGTTGGGCGT 

4 9701 GGAGGCGGGT GGGTTGCGGG AGGTGGTGTT CCGTGGCCCG CGGGAGCGGT 

4 9751 TGGATCACAC GGTGTGGGCG CAGGCGGGGT TGTTTGCGCT GCAGGTGGGG 

4 9801 TTGGCCCGGT TGTGGGAGTC GGTCGGGGTG CGGCCGGATG TGGTGCTCGG 

4 9851 GCATTCGATC GGTGAGATCG CGGCCGCGCA TGTGGCGGGG GTTTTTGATC 

4 9901 TGGCGGATGC GTGTCGGGTG GTGGGTGCGC GGGCGCGTTT GATGGGTGGG 

4 9951 CTGCCTGAGG GTGGGGCGAT GTGCGCGGTG CAGGCCACGC CCGCCGAGCT 

5 0001 GGCCGCCGAC GTGGACGGAT CGGCTGTAAG TGTGGCGGCA GTCAACACCC 
50051 CCGACTCCAC GGTGATTTCG GGCCCGTCGG ACGAGGTGGA CCGGATTGCT 
50101 GGGGTGTGGC GGGAGCGTGG GCGCAAGACG AAGGCGCTGA GCGTCAGTCA 
50151 TGCCTTCCAT TCGGCGTTGA TGGAGCCGAT GCTCGCGGAG" TTCACCGAAG 
50201 CGATACGAGG GGTCAAGTTC AGGCAGCCGT CGATCCCGCT CATGAGCAAT 
50251 GTCTCCGGAG AGCGGGCCGG CGAGGAGATC ACGGATCCGG AGTACTGGGC 
5 0301 GAGGCATGTA CGTAATGCGG TGCTCTTCCA GCCCGCCATC GCCCAAGTAG 
50351 CGGATTCAGC GGGCGTGTTT GTGGAGCTCG GCCCCGCGCC TGTGCTGACC 
5 0401 ACGGCCGCCC AGCACACCCT GGACGAGTCG GACAGCCAGG AGTCGGTGCT 
5 0451 GGTCGCGTCT CTCGCCGGTG AGCGTCCTGA GGAGTCGGCG TTTGTGGAGG 
505 01 CGATGGCTCG TCTGCATACC GCTGGTGTTG CTGTGGACTG GTCGGTGTTG 
50551 TTCGCGGGTG ATCGTGTGCC TGGGCTGGTG GAGTTGCCGA CGTATGCGTT 
5 0601 CCAGCGGGAG OGGTTCTGGT TGAGTGGCCG TTCTGGGGGT GGGGATGCGG 
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50651 CGACTTTGGG GTTGGTGGCG GCGGGGCATC CGTTGTTGGG TGCGGCGGTG 

50701 GAGTTCGCGG ACCGGGGTGG GTGTCTGCTG ACCGGTCGTC TGTCGCGGTC 

50751 TGGGGTGTCG TGGCTTGCTG ATCATGTGGT GGCGGGTGCG GTTTTGGTGC 

5 0801 CGGGTGCTGC GTTGGTGGAG TGGGCGTTGC GGGCCGGTGA TGAGGTCGGT 

50851 TGTGTGACGG TGGAGGAGTT GATGTTGCAG GCGCCTTTGG TGGTGCCTGA 

5 0 901 GGCGTCGGGT CTGCGGGTTC AGGTGGTGGT TGAGGAGGCG GGTGAGGAtc 

50951 GGCGGCGCGG TGTTCAGATC TACAGCCGGC CCGACGCGGA CGCCGTGGGC 

51001 GGCGATGACT CGTGGATCTG CCACGCGACC GGCGTACTGT CACCCGAAAG 

51051 CGCTCGTCTG GACACGGAGT TGGGTGGCGT CTGGCCACCG GCCGGTGCCG 

51101 AACCGCTGGA TGTCGACGGC TTCTACGCGC AGGCCGGTGA GGCCGGGTAC 

51151 GGATACGGTC CGGCGTTCCG GGGGCTGCGT GCCGTGTGGC GGCACGGCCA 

512 01 GGACCTGCTG GCCGAGGTCG TCCTGCCCGA AGCCGCCGGT GCCCATGACG 
51251 GCTACGGGAT CCACCCCGCC CTCCTCGACG CCACCCTCCA TCCGCTGCTC 

513 01 GCCGCCCGCT TCATGGACGG TTCCGAGGAC GATCAGCTCT ACGTACCGTT 
51351 CGGGTGGGCC GGAGTGTCTC TGCGGGCGGT GGGAGCCACG ACTGTGCGCG 

514 01 TGCGCCTCCG TCCGGTCGGG GAGAGCGTCG ACCAAGGGCT GAGCGTGACG 

514 51 GTCACCGATG CGACCGGCGG TCCCGTTCTG AGCGTCGACT CCCTCCAGAC 

515 01 CCGCCCCGTG AAGCCGAGCC AATTGGCTGC GGCCCAACAG CCGGACGTAC 
515 51 GCGGTCTGTT CACTGTGGAG TGGACGCCGC TGCCGCAGAC GGATGCCGAC 
51601 GGGGAGGCCG ACTGGGTTGT GCTCTCGGAC GGTGTTGGCC GTCTGGCTGA 
51651 TGTGGTGTCG GCGGCGGGTG GTGAAGCGCC GTGGGCAGTG GTCGCTCCTG 

517 01 TCGATGCGTC TGTGGGCGAC GGCCGTGAGG GTCTTGACGG TCGGCTGGTC 
51751 GTGGAGCGGG TGCTQTCACT CGTACAGGAG TTCCTGGCCC TGCCGGAGCT 

518 01 GGCCGAGTCC CGTCTCCTCG TGGTGACGCG CGGTGCGGTG GCCACCGGCG 
51851 TCGACGGTGA CGGTGACGTG GACGCGTCCG CCGCAGCTGT ATGGGGCCTG 
51901 GTCCGCAGTG CTCAGTCCGA GAATCCGGGC CGCTTCATCC TGCTCGACGT 
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51951 
52001 
52051 
52101 
52151 
52201 
52251 
52301 
52351 
52401 
52451 
52501 
52551 
52601 
52651 
52701 
52751 
52801 
52851 
52901 
52951 
53001 
5305.1 
53101 
53151 
53201 



GGACGGCGAC 
CCCACGCCAC 
GCCCTGCGGG 
GTCCGCCGAA 
TGGTGCACGA 
GCCCTGGAGC 
GGGCATCAAC 
ACGGGGCCAT 
GAGGTCACCC 
CGCGTTCGGC 
CGCAGGGCTG 
ACGGCTTGGT 
GGTGCTGGTC 
TCGCCCGGCA 
CACGCCGTGC 
CCGGGACCTC 
GCATGGACGT 
CTGCGGTTGC 
TGTGCGGGCC 
CGGCGTACGA 
CTGGACAAGC 
GGTACGTTCC 
GTCAGGCGAA 
GACCCCGAGG 
GGTCGTGGCC 
TGGCCAGCCG 



GGCGACGACC 
CCTGCGTCAC 
AAGGGACGCT 
CTCGTCGTGC 
CGGCTCGCTG 
CCTTGGCGCC 
TTCCGTGACG 
GGGTGGCGAA 
ATGTCTCGGT 
CCTGTGGTGA 
GGACATGCGG 
ACGGGTTGGT 
CATGCCGCGA 
TGTGGGTGCC 
TGGAGGAGAT 
GCCTTCGAGG 
CGTGCTCAAC 
TCGGCGACGG 
GCCGAAGAGG 
CCTCGTCGGT 
TCGTCGAATT 
TGGCCGCTGG 
GCACACCGGC 
-GCACGGTTCT 
GAGCATCTGG 
TCGCGGTCCG 



AGGGCCCGGA 
GCCGCCGAGG 
CTACGTCCCC 
CGCCCGGTGA 
GACGCCCTGG 
GGGGCAGGTG 
TACTGGTGGC 
GGTGCCGGTG 
GGGCGACCGC 
TCGCCGAGGC 
GAGGCGGCCG 
GGAGCTGGCC 
CGGGTGGTGT 
GAGGTGTTCG 
GGGCATCGAC 
GCACGTTCAG 
AGCCTTGCCG 
CGGCCGGTTC 
TGGCTGCGGA 
GATGCCGGAC 
GTTCGCCTCA 
ACAAGGCGCA 
AAGCTGGTGC 
GGTCACGGGG 
TCCGGGAGTG 
GAGGCGCCGG 
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CCTGAACGGC 
AACTCGACGA 
CGACTGACCC 
ACCGGCGTGG 
CGGCAGTGGC 
CGTATCGCCG 
CTTGGGTATG 
TCGTGACGGA 
GTGATGGGCG 
GCGGATGGTC 
GTATTCCGGC 
GGTCTGAAGG 
GGGGATGGCG 
CCACCGCGAG 
GCCGCCCACC 
GGAAGCAACG 
GCGAGTTCAT 
CTGGAGATGG 
GCACGCGGAC 
CCGACCGCAT 
GAACGGCTTA 
GGAGGCGTTC 
TTGAGATCCC 
GGCACCGGTG 
GGGCGTACGG 
GCAGCGACGA 



CGGCATCTGC 
GCCCCAACTC 
AGGCGCGCCA 
CGCCTGCGGA 
CTGCCCGGAG 
TACACGCdfeC 
GTCCCCGCGT 
GGTCGGTCCC 
TGTTCGAGGG 
ACACCTGTCC 
GGCCTTCCTG 
CGGGCGAGCG 
GCGGTGCAGA 
TCCGGGCAAG 
GCGCCTCCTC 
GGCGGCCGCG 
CGACGCCTCT 
GCAAGACCGA 
GTCTCGTACA 
CAGCAACATG 
AGCCGCTGCC 
CGGTTCATGA 
GCCTGCCCTC 
CGCTGGGGCA 
CACCTGCTGC 
ACTGGCCTCG 



SUBSTITUTE SH2ST {RULE 26) 




1 1 SEPTEMBER 2000 



53251 

53301 

53351 

53401 

53451 

53501 

53551 

53601 

53651 

53701 

53751 

53801 

53851 

53901 

53951 

54001 

54051 

54101 

54151 

54201 

54251 

54301 

54351 

54401 

54451 

54501 



AAGCTCACCG GGTTGGGTGC CGAGGTCACC ATTGTCGCGG CCGATGTCAG 
CGACCCGGCC TCGGTGGTGG AGCTGGTCGG CAAGACGGAT CCCTCGCATC 
CGTTGACGGG TGTCGTGCAC GCGGCGGGCG TGTTGGAGGA CGGTGTCGTG 
ACCGCTCAGA CGCCTGAGGG GCTGGCGCGG GTGTGGGCGG CCAAGGCTGC 
TGCGGCGGCG AATCTCCATG AGGCGACCCG GGAGATGCGT CTCGGCCTGT 
TCGTGGTGTT CTCCTCGGCG GCCGCCACGC TCGGCAGTCC GGGCCAGCfCC 
AACTACGCGG CCGCCAATGC CTATTGCGAC GCGCTGATGC AGCACCGACG 
GGCGGTGGGC CAGGTCGGCC TGTCGGTCGG CTGGGGTCTC TGGGAGGCGC 
CGGACGCCAA GCCGGGTGTT GCCGCCGACG CCAAGGCGAG TGCTGCCACC 
GTCGGCAAGG CGAGTGCTCT ATCCGACGGC ACGAACGGCA GCGCTCCCCA 
GGACACGACC GGCACCGCCC CCCAGGGCAT GACCGGCGGA CTCACCGACA 
CCGACGTAGC CCGCATGGCA CGTATCGGCG TCAAGGGCAT GAGCAACGCC 
CACGGTCTCG CCCTGTTCGA CGCCGCGCAC CGCCACGGCC GCCCCCACCT 
GGTCGGCTTC AACCTCGACC TGCGCACCCT GGCCACGCAC CCCCTGCACA 
CCCGGCCCGC CCTTCTGCGC GGCCTGGCCA CCCCCACCGC CGGCGGGGCG 
AGCAGGCCGA CCGCGACGGC GGGCGGACAG CCCGCCGACC TGGCGGGCCG 
GCTGGCCGCG CTGTCGCCGT CGGACCGGCA CCACACGCTG GTCCGGCTCA 
TCAGGGAACA GGCCGCCACC GTGCTCGGGC ACCACCCGGA CAGTCTCACC 
ACGGGCAGCA CCTTCAAGGA ACTCGGATTC GACTCCCTGA CCGCGGTCGA 
ACTGCGCAAC AGGCTGTCCG CCGCCACCGG TCTCCGGCTC CCCGCCGGCC 
TGGTCTTCGA CCACCCGGAC GCCGACATCC TGGCCGAACA CCTCGGCGCG 
CAACTCGCCC CCGACGGGGA CACCCCCGCC GGTGCGGAAG CCACCGACCC 
GGTCCTCCGC GACCTGGCGA AACTCGAGAA CGCCCTCTCC TCCACCCTCG 
TCGAGCACCT CGACGCCGAC GCGGTCACGG CCCGACTGGA AGCACTCCTG 
TCGAACTGGA AGGCGGCGAG CGCGGCGCCC GGCTCGGGCA GCACGAAGGA 
GCAGCTCCAG GTTGCCACGA CCGACCAGGT CCTCGACTTC ATCGACAAAG 
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SUBSTITUTE SH£E1 (RULE 26) 



1 1 SEPJEmtn 2009 

54551 AACTGGGTGT GTGAAACGAC CGTGCACGGC GCGACAACCA CGCTGAAGGC 

54601 TGGGTGAACT CTCATGGCGA GTGAAGAGGA ACTGGTCGAC TACCTCAAGC 

54 651 GGGTCGCCGC CGAACTGCAC GACACCCGGC AGCGCCTGCG CGAGGTCGAG 

54701 GACCGGCGGC AGGAGCCGGT GGCCGTCGTC GGCATGGCCT GCCGTTTCCC 

54751 CGGCGGCATC GAGACGCCCG AGGGACTGTG GGAGCTGGTC GCGGCCGGCG 

54 801 ACGACGCCAT TGAGCCCTTC CCCACCGACC GGGGCTGGGA CCTGGAAC^tC 

54 851 ATCTACCACC CGGACCCCGA CCACCCGGGT ACCTGCTACG TCCGGGAGGG 

54901 CGGGTTCCTA GCCGCCCCTG aHcGGTTCGA CTCCGACTTC TTCGGCTTCA 

54 951 GCCCGCGCGA GGCCCTGGCC AGCAGCCCGC AACTGCGACT GCTCCTGGAG 
55001 ACGTCCTGGG AGGCCCTCGA ACGGGCGGGC atcaaccccg cctcgctcaa 

55 051 gggcagcccc accggcgtct acgtcggcgc cgcgaccacc ggcaaccaga 
55101 cgcagggcga ccccggcggc aaggcgaccg agggttacgc gggcaccgcg 
55151 cccagcgtcc tctcgggccg cctctcgttc acgctcggcc tggagggccc 

552 01 GGCGGTGACC GTCGAGACAG CGTGCTCCTC CTCGCTGGTG GCGATGCACC 

552 51 TGGCGGCCAA CGCCCTGCGC CAGGGCGAGT GCGACCTCGC CCTCGCGGGC 

553 01 GGCGTCACCG TCATGTCCAC CCCCGAGGTG TTCACAGGCT TCTCGCGTCA 
55351 GCGGGGACTG GCCCCCGACG GCCGCTGCAA GCCGTTCGCC GCCGCGGCCG 
55401 ACGGCACGGG CTGGGGCGAG GGCGCGGGCC TGATCCTCCT GGAGCGCCTC 
55451 TCCGACGCCC GCAGGAAGGG CCACAAGGTC CTCGCGGTGA TGCGGGGCTC 
55501 GGCGATCAAC CAGGACGGCG CGAGCAACGG CTTCACCGCG CCCAACGGCC 
55551 CCTCGCAGCG CCGCGTCATC CGCCAGGCAC TCTCCAGCGC CCACCTCTCC 
55601 ACGTCGGAGA TCGACGTCGT CGAGGCGCAC GGCACCGGCA CCAGGCTCGG 
55651 CGACCCCATC GAGGCCGAGG CGCTCATCGC CACCTACGGC AAGGAGCGCG 
557 01 AGGACGACCG TCCCCTGTGG CTCGGCTCGG TCAAGTCCAA CATCGGCCAC 
55751 ACGCAGGCCG CCGCGGGCGf CGCCGGAGTC ATCAAGATGG TGATGGCX5CT 
55801 ACAGCGCGAA CTGCTTCCCG CCACCCTGAA CGTCGACGAG CCGACCCCGC 
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55851 ACGTCCAGTG GGAGGGCGGC GGCGTACGCC TCCTGACCGA ACCGGTCCCG 

55 901 TGGTCGCGCG GCGAACGCCC GCGCCGCGCC GGAATCTCCT CCTTCGGCAT 
55951 ATCGGGCACG AACGCGCACG TGGTCCTGGA GGAGGCGCCG CCGGAGGAGG 
56001 ACGTGCCGGG CCCCGTGGCT GCGGAGCCGG AAGGGGTGGT GCCGTGGGTG 
56051 GTCTCCGCGC GGACCGAGGA GGCGTTGAGC GAACAGGCGC GGCGCCTGGG 
56101 CGAGTTCGTG GCCGACACGG ACCCGTCGAC CGCTGACGTC GGGTGGTckc 
56151 TGACCACGAG CAGGGCGATC CTTGAACACC GCGCTGTGGT GGTGGGGCGT 
562 01 GATCGGGATG CGCTGACGGC CGGCCTGGCG GCGTTGGCCG CGGGTGAGGA 
562 51 GTCGGCGGAT GTGGTGGCTG GGGTGGCCGG TGATGTGGGT CCTGGGCCGG 
56301 TGTTGGTGTT TCCGGGGCAG GGGTCGCAGT GGGTGGGCAT GGGCGCCCAG 
56351 CTCCTTGACG AGTCGCCCGT CTTCGCGGCG CGGATCGCGG AGTGTGAGCA 
56401 GGCGCTGTCG GCGTACGTGG ACTGGTCGCT GAGTGCGGTG TTGCGCGGGG 
56451 ATGGGAGTGA ACTGTCCCGG GTCGAGGTCG TGCAGCCGGT GTTGTGGGCG 
5 6501 GTGATGGTCT CGCTGGCTGC CGTCTGGGCG GATTACGGGG TCACCCCGGC 
56551 CGCTGTGATC GGGCACTCGC AGGGCGAGAT GGCCGCCGCG TGCGTGGCGG 
5 6 601 GGGCGCTGTC TTTGGAGGAT GCGGCGCGCG TCGTGGCCGT ACGCAGTGAC 
5 6651 GCGCTTCGTC AGCTGATGGG GCAGGGCGAC ATGGCGTCGT TGGGCGCCAG 
56701 CTCGGAGCAG GCGGCTGAGC TCATCGGTGA TCGGCCGGGC GTATGCATCG 
5 6751 CAGCGGTCAA CGGGCCGTCC TCGACAGTCA TTTCAGGACC GCCGGAGCAT 

56 801 GTGGCAGCCG TGGTCGCGGA TGCGGAGGAA CGTGGTCTGC GCGCCCGTGT 

56 851 CATCGATGTC GGCTATGCCT CGCACGGTCC CCAGATCGAT CAGCTCCACG 
5 6901 ACCTCCTCAC CGACCGGCTC GCCGACATCC GGCCCGCGAC CACGGACGTG 
5 6 951 GCCTTCTATT CGACGGTCAC CGCCGAGCGC CTGACGGACA CCACGGCCCT 
57001 GGATACGGAT TACTGGGTTA CCAACCTCCG CCAGCCGGTC CGTTTCGCCG 

57 051 ACACCATCGA TGCGCTTCTC GCGGACGGCT ATCGCCTGTT CATCGAGGCC 
57101 AGCGCGCACC CGGTGCTGGG TCTGGGCATG GAGGAGACCA TCGAGCAGGC 
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57151 GGACATCCCC GCCACGGTCG TCCCCACCCT GCGCCGCGAT CACGGTGACA 

572 01 CCACCCAGCT CACCCGTGCC GCAGCGCACG CCTTCACCGC CGGCGCCACC 

57251 GTCGACTGGC GGCGCTGGTT CCCGGCCGAC CCCACCCCCC GCACGATCGA 

57301 CCTGCCCACC TACGCCTTCC AGCGCCGCAG CTACTGGTTG CCGGTGGACG 

57351 GTGTCGGAGA TGTGCGGTCG GCCGGGCTGC GGCGGGTGGA ACACTCGCTG 

5 7401 TTGCCCGCGG CGCTCGGTCT CGCCGATGGT GCGCTCGTGC TGACCGGAtC 

57451 GCTCGCGGCG TCCGGTGGTG GTGGCGGTTG GCTCGCGGAT CACGCGGTGG 

57501 CGGGCACGAC GCTCGTCCCC GGTGCCGCGC TGGTCGAGTG GGCGTTGCGG 

57551 GCCGCCGACG AGGCGGGCTG CCCCTCCCTT GAGGAGCTGA CGCTCCAGGC 

57 601 ACCTCTGGTG CTGCCCGGCT CCGGGGGCCT CCAGGTCCAA GTGGTCGTGG 

57651 GTCCGGCCGA CGGACAGGGC GGCCGGCGTG AGGTGCGCGT CTTCTCGCGT 

57 701 GTCGACTCGG ACGACGAGGC AGCGGGGCAG GACGAGGGGT GGTCGTGTCA 

57751 CGCGACCGGT GTGCTGAGCC CCGAGCCCGG TGCGGTACCG GACGGGCTCA 

57801 GCGGACAGTG GCCCCCGACG GGCGCCGAGC CGCTGGAGAT CAGTGATCTC 

57 851 TACGAGCAGG CGGCATCGGC GGGATACGAG TACGGGCCGT CGTTCCGGGG 

57 901 CCTGCGCTCC GTGTGGCGGC ACGGGCATAA CCTGCTGGCA GAGGTGGAGC 

5 7 951 TGCCCGAACA GGCAGGTGCG CACGACGACT TCGGCATCCA CCCCGTACTG 

58001 CTGGACGCCG CGCTGCACCC GGCGCTGCTG CTCGACCAGA ACGCGCCCGG 

5 8 051 CGAAGAGCAA GAGCCAGCCC AGCCCGCTCT TCGCCTGCCG TTCGTGTGGA 

5 8101 ACGGCGTCTC CCTGTGGGCC ACCGGCGCCG CGACCGTGCG GGTACGGCTG 

58151 GCCCCGCACG GGGGAGGGGA GACGGACGAT AGCGCCGGGC TGCGCGTGAC 

5 8201 GGTCGCCGAC GCCACCGGAG CACCGGTGCT GAGCGTGGAC TCCCTCGCTC 

5 8251 TGCGCCCCGC TGACCCCGAA CTGCTGCGCA CGGCCGGTCG GGCGGGCAGC 

583 01 GGGACCAACG GCTTGTTCAC GGTGGAGTGG ACCGCTCTGC CCCCGGCGGA 

583 51 CGTGGCCGAC CACGCCGCAG GCGACGGCTG GGCGGTGCTC GGTCAGGACG 

5 8401 TACCCGACTG GGCCGGAGCG GACATGCCCC GGCATCCCGA CATGGCCTCC 
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58451 CTGTCGGCCG CGCTGGACGA GGGAACGCAG GCCCCTGCGG CCGTCTTCGT 

58501 GGAGACCACA GCCACATCGC ACGCCACACC GAACACCGCA GCGGACGTGA 

58551 CGCTCGACGC GTCCGGCCGG GCGGTCGCCG AGCGCACCCT GCACCTGCTG 

58 601 CGGGACTGGC TCGCCGAACC GCGCCTCGCC GAGACCCGGC TCGTCCTCAT 

58 651 CACCCACCAC GCGGTGACGA CCCCGGCGGA CGACGACGTG AACGCCGCAC 

5 8 701 CCCTCGACGT CCCGGCCGCC GCCCTGTGGG GACTGATCCG CAGCGCACJ^G 

5 8751 GCCGAACACC CGGACCGCTT CGTTCTGTTG GACACCGACG CGAAGGCCAA 

58801 CACCGACCCC GGCCCCGACA CCAGTACTGA CCACAGCACC GCATCGGGTA 

58851 CGTACCGAAC CGTCATCGCG CGGGCCCTCG CCACCGGGGA GCCACAGCTG 

58901 GCCGTGCGCG CGGGAGAACT GCTGGCTCCC CGCCTCGCCC GAGCCGCCAC 

58 951 CCCCACACCC GAGACCCCCA CACCCGAGAC ACAGCCCGAC ACCGGATCCG 

59001 GGTCCGAGGC CGGGGCCGGG TCCGGATCTG GACCCGGCGC GACACTGGAC 

59051 CCCGACGGCA CCGTCCTCAT CGCGGGCGGC ACCGGCATGA TGGGTGGTCT 

59101 CGTCGCCGAA CACCTGGTCC GCGCCTGGTC GGTGCGGCAC CTCCTGCTCG 

5 9151 TCAGCCGGCA AGGGCCCGAC GCGCCGGACG CCCGCGACCT CGCCGACCGG 

5 9201 CTGGTCGGCC TGGGCGCGAC GGTACGGATC GTCGCGGCCG ACCTGACGGA 

5 9251 CGGGCGGGCC ACCGCGGACC TCGTCGCGTC GGTCGACCCG GCGCACCCGC 

5 9301 TCACCGGTGT GATCCACGCG GCCGGCGTCC TGGACGACGC CGTGGTCACC 

5 9351 GCGCAGACCT CCGACCAGCT GGCCAGGGTG TGGGCGGCCA AGGCGTCCGT 

5 9401 CGCCGCCAAC CTGGACGCGG CCACGTCGGA GCTGCCGCTC GGCTTGTTCC 

5 9451 TGATGTTCTC GTCCGCCGCC GGTGTCCTCG GCAACGCGGG CCAGGCCGGT 

5 9501 TACGCGGCCG CCAACGCCTT CGTCGACGCC CTGGTCGGCC GCCGTCGCGC 

59551 CACCGGCCTG CCCGGCCTGT CGATCGCCTG GGGCCTGTGG GCGCGCGGCA 

5 9601 GCGCCATGAC CCGGCACCTG GACGACGCCG ACCTCGCGCG GCTGCGTGCC 

5 9651 GGCGGGGTCA AGCCCCTGCT GGACGAGCAG GGCCTCGCCC TCCTCGACGC 

5 9701 GGCGCGCGCC ACCGCCGCOC ACACCTCGCT GGTGGTCGCG GCCGGTATCG 
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59751 
59801 
59851 
59901 
59951 
60001 
60051 
60101 
60151 
60201 
60251 
60301 
60351 
60401 
60451 
60501 
60551 
60601 
60651 
60701 
60751 
60801 
60851 
60901 
60951 
61001 



ACGTACGCGG ACTGAACAGG GACGACGTCC CCGCGATCCT CCGCGACCTG 
GCGGGCCGGA CCCGCCGCAG GGCGGCCGCC GACTCCACCG TCGACCAGGC 
CGCGCTGGAG CGGCGCCTCA CGGGCCTGGA CGAGGCCGAG CGCCGGGCTG 
TCGTCACCGA CGTCGTACGC GAATGCGTGG CGGCCGTGCT CGGCCACCGG 
TCGGCGGCCG ACGTACGCAC CGAGGCCAAC TTCAAGGACC TCGGCTTCGA 
CTCGCTCACT GCGGTGCAGC TGCGCAACCG CCTCTCGGCG GCGAGCGGCC 
TCCGCCTGCC CGCCACCCTG GCCTTCGACC ACCCCACCCC CCAGGCGCTG 
GCGGCGTACC TCGGCACGCG cStGAGCGGC CGGACCGCCA CCCCCGTCGC 
ACCCGTGGCG CCTTCCGCGG CCGCGACGGA CGAGCCGGTG GCGATCGTCG 
CGATGGCCTG CAAGTACCCG GGTGGAGCGA CCTCGCCGGA AGGCCTCTGG 
GACCTGGTCG CGGAGGGCGT GGACGCGGTC GGCGCCTTCC CGACGGGCCG 

CGGCTGGGAC CTCGAACGGC tcttccaccc cgacccggac caccccggca 

cgagttacgc cgacgaaggg gccttccttc ctgacgcggg cgatttcgat 
gcggcgttct tcgggatcaa tccgcgggag gcgctggcga tggatccgca 

gcagcggctg ttgctggagg cgtcgtggga ggtgttggag cgtgcgggta 

tcgacccgac gacgctcaag ggcaccccga ccggcacgta cgtcggcgtg 

atgtaccacg actacgcggc aggcctcgcc caggacgccc aactggaggg 

ctactccatg ctcgccggct ccggcagcgt ggtgtccggc cgcgtcgcct 

acaccctggg gcttgagggt cctgcggtga cggtcgacac cgcgtgctcc 

TCGTCCCTGG TCTCCATCCA CCTGGCCGCG CAAGCACTGC GACAGGGCGA 

GTGCACTCTC GCCCTCGCGG GCGGCGTGAC CGTCATGGCC ACGCCCGAGG 

TGTTCACCGG ATTCTCGCGC CAGCGCGGCC TGGCCCCCGA CGGCCGCTGC 

AAGCCGTTCG CCGCCGCCGC CGACGGCACC GGCTGGGGCG AGGGTGTCGG 

TGTGTTGTTG CTCXjAGCGGT TGTCGGATGC GCGGCX3TCAT GGGCGTCGGG 

TGTTGGGTGT GGTGCGGGGT TCGGCGGTGA ATCAGGACGG TGCGAGTAAT 

GGGTTGACGG CGCCGAATGG TCCGTCGCAG GAGCGGGTGA TTCGTCAGGC 
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61051 GTTGGCCAGT GGTGGGTTGT CGTCGGTGGA TGTTGATGTG GTGGAGGGGC 

61101 ATGGGACGGG GACCACGTTG GGTGATCCGA TCGAGGCGCA GGCTCTGCTG 

61151 GCCACGTATG GGCAGGGGCG TCCGGTGGAT CGTCCGTTGT GGTTGGGGTC 

612 01 GGTGAAGTCG AATATTGGTC ATACGCAGGC GGCTGCGGGT GTTGCGGGTG 

612 51 TCATCAAGAT GGTGATGGCG ATGCGGCATG GTGTGGTGCC GGCGAGTTTG 

613 01 CATGTGGATG TGCCGTCGCC GCATGTGGAG TGGGATTCGG GTGCGGTGTG 

613 51 GTTGGCGGTT GAGTCGGTGC CATGGCCGGA GGTGGAGGGT CGTCCGCGTC 

614 01 GGGCGGGTGT GTCGTCGTTC GGGGCTTCGG GAACGAATGC GCACGTGATC 

614 51 GTGGAGTCTG TGCCCGATGG GCTGGGGGAG GACTCGGTAT CGGTCAGTGG 

615 01 TGAGGCTCCC GAGACTGAGA CTGACGGGCG CTTGGTGCCG TGGGTGGTAT 
61551 CGGCCCGCAG CCCGCAGGCC CTGCGCGACC AGGCACTACG CCTGCGTGAT 
61601 GCGGTGGCGG CCGACTCAAC GGTGTCGGTG CAGGATGTGG GCTGGTCGCT 
61651 GCTGAAGACG CGTGCGCTGT TCGAGCAGCG GGCGGTGGTG GTGGGGCGTG 

617 01 AGAGGGCTGA ACTCCTGTCG GGGCTTGCTG TGTTGGCCGC TGGCGAGGAG 
61751 CACCCGGCTG TGACGCGGTC CCGTGAGGAC GGGGTTGCTG CGAGCGGTGC 

618 01 TGTGGTGTGG CTGTTCAGTG GTCAGGGCAG TCAGTTGGTC GGTATGGGTG 
618 51 CTGGTTTGTA TGAGCGGTTC CCGGTGTTTG CGGCTGCGTT TGATGAGGTG 
61901 TGCGGCCTGT TGGAGGGGCC GTTGGGCGTG GAGGCGGGTG GGTTGCGGGA 
61951 GGTGGTGTTC CGTGGCCCGA GGGAGCGGTT GGATCACACG ATGTGGGCGC 
62 0 01 AGGCGGGGTT GTTTGCGCTG CAGGTGGGGT TGGCCCGGTT GTGGGAGTCG 
62 051 GTCGGGGTGC GGCCGGATGT GGTGCTCGGG CATTCGATCG GTGAGATCGC 
62101 GGCCGCGCAT GTGGCGGGGG TCTTTGATCT GGCGGATGCC TGTCGGGTGG 
62151 TGGGGGCGCG GGCCCGTTTG ATGGGTGGGC TGCCTGAGGG CGGGGCGATG 
622 01 TGCGCGGTGC AGGCCACGCC CGCCGAGCTG GCCGCCGACG TGGACGACTC 
622 51 TGGTGTGAGT GTGGCGGGGG TCAACACACC TGATTCGACG GTGATTTCAG 
62 3 01 GGCCGTCTGG TGAGGTGGAT CGGATTGCTG GGGTGTGGCG GGAGCGTGGG 
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623 51 CGTAAGACGA AGGCGCTGAG CGTCAGTCAT GCCTTCCACT CGGCGTTGAT 

624 01 GGAGCCGATG CTCGCGGAGT TCACCGAAGC GATACGAGAG GTCAAGTTCA 

624 51 CGCGGCCGAA GGTGTCGTTG ATCAGCAACG TCTCTGGTCT GGAGGCGGGT 

625 01 GAGGAGATCG CGTCCCCGGA GTACTGGGCA CGCCATGTAC GCCAGACAGT 
62551 GCTCTTCCAG CCCGGCATCG CCCAAGTGGC TTCCACGGCA GGCGTGTTTG 
62 601 TCGAGCTCGG CCCCGGCCCC GTACTGACTA CTGCCGCCCA GCACACCCTG 
62651 GACGACGTAA CCGATAGGCA TGGCCCCGAA CCGGTACTGG TGTCCTCGCT 
62701 GGCCGGTGAG CGTCCTGAGG AGTCGGCGTT CGTGGAGGCG ATGGCTCGTC 
62 751 TGCATACCGC TGGTGTTGCT GTGGACTGGT CGGTGTTGTT CGCGGGTGAT 
62801 CGTGTGCCTG GGCTGGTGGA GTTGCCGACG TATGCGTTCC AGCGGGAGCG 
62 851 GTTCTGGTTG AGCGGCCGTT CTGGGGGTGG GGATGCGGCG ACTTTGGGTC 
62 901 TGGTGGCGGC GGGGCATCCG TTGTTGGGTG CGGCGGTGGA GTTCGCGGAC 

62 951 CGGGGTGGGT GTCTGCTGAC CGGTCGGCTG TCGCGGTCTG GGGTGTCGTG 

63 001 GCTTGCTGAT CATGTGGTGG CGGGTGCGGT TTTGGTGCCG GGTGCTGCGT 
63 051 TGGTGGAGTG GGCGTTGCGG GCCGGTGATG AGGTCGGTTG TGTGACGGTG 
63101 GAGGAGTTGA TGTTGCAGGC GCCTTTGGTG GTGCCTGAGG CGTCGGGTCT 
63151 GCGGGTTCAG GTGGTGGTCG AGGAGGCGGG TGAGGACGGG CGGCGCGGTG 
632 01 TCCAGATCTA TAGCCGGCCT GACGCGGACG CCGTGAGCGG CGACGACTCG 
63251 TGGATCTGCC ACGCGACCGG CACCCTCACC CCCCAGCACA CCGACGCTCC 
63 3 01 GAACGACGGA CTGGCCGGCG CGTGGCCCGC GGCGGGCGCC GTGCCGGTGG 
63 3 51 ACCTGGCGGG CTTCTACGAG CGCGTGGCGG ACGCGGGCTA TGCGTACGGC 
63 4 01 CCGGGGTTCC AGGGGCTGCG TGCCGTGTGG CGGCACGGTC AGGACCTGCT 
634 51 GGCCGAGGTC GTCCTGCCCG AAGCCGCGGG TGCCCATGAC GGCTACGGCA 
63 501 TCCACCCCGC CCTCCTCGAC GCCACCCTCC ACCCGGCCCT GCTCCTCGAC 
63 551 TGGCCCGGGG AGGTGCAGGA CGACGACGGG AAGGTCTGGC TGCCTTTCAC 
63601 CTGGAACCAG GTCTCCTTGC GGGCTGCGGG AGCCGCCACC GTACGCGTAC 
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63651 
63701 
63751 
63801 
63851 
63901 
63951 
64001 
64051 
64101 
64151 
64201 
64251 
64301 
64351 
64401 
64451 
64501 
64551 
64 601 
64651 
64701 
64751 
64801 
64851 
64901 



GTCTCTCGCC CGGCGAGCAC GACGAGGCGG AACGGGAAGT ACAGGTACTG 
GTGGCCGACG CCACCGGGAC CGACGTCCTG AGCGTGGGGT CGGTGACGTT 
GCGTCCCGCC GACATCCGGC AACTGCAGGC CGTGCCGGGT CACGACGACG 
GTCTGTTCTC GGTGGACTGG ACGCCGCTGC CGCTGTCGCG GACGGATGTG 
TCGCAGACGG ATGCCGACGG GGATGCCGAC TGGGTTGTGC TCTCGGACGG 
TGTCGGCAGC CTGGCTGATG TGGTGTCGGC GGCGGGTGGT GAAGCGCcfGT 
GGGCAGTGGT CGCTCCCGTC . GGTGCATCCG CGGGCGGCGG CCTTGCCGGC 
TTTGACCGCC GTGAGGGTCT TGACGGTCGG CTGGTCGTGG AGCGGGTGTT 
GTCACTCGTA CAGGAGTTCC TGGCCGCGCC GGAGCTGGCC GAGTCCCGGC 
TCCTCGTGCT GACCCGCGGC GCCGTGGCGA CCGGCGGCGA CGGCGACGGT 
GATGTGGACG CGTCCGCCGC AGCCGTATGG GGCCTGGTCC GCAGTGCTCA 
GTCCGAGAAC CCGGGCCGCT TCATCCTGCT CGACGTGGAC ATGGACGTGG 
ACGTCGACGT GGACATGGAC GTGGACGTCG ACGTGGACGT CGACGTGGAC 
GTGGACGGAG ACGGCAATGG CAGCGACCTG GACCCGGACC TGAACGGCCG 
ACGACTTCCC CACGCCACCC TGCGTCACGC CGCCGAGGAA CTCGACGAGC 
CCCAACTCGC CCTGCGCGAC GGACAACTGC TCGTTCCGCG GCTGGTCCGC 
GCCACCGGCG GCGGACTCGT CGTGGCGCCC ACCGACCGTG CCTGGCGCCT 
GGACAAGGGA AGCGCCGAGA CGCTGGAGAG CGTCGCGCCG GTCGCGTACC 
CCGGAGTCAT GGAACCCCTG GGCCCCGGCC AGGTCCGCCT CGGCATCCAC 
GCCGCGGGCA TCAACTTCCG CGACGTCCTG GTCAGCCTCG GCATGGTGCC 
CGGCCAGGTC GGCCTGGGCG GCGAAGGCGC CGGTGTCGTG ACGGAGACAG 
GCCCCGATGT CACCCACCTG TCGGTCGGCG ACCGCGTGAT GGGCGTCCTC 
CACGGCTCCT TCGGCCCGAC GGCCGTGGCG GACACCCGCA TGGTCGCGCC 
GGTTCCGCAG GGCTGGGACA TGCGGCAGGC GGCCGCGATG CCCGTCGCGT 
ATCTGACGGC TTGGTACGGG TTGGTGGAGC TGGCCGGTCT GAAGGCGGGC 
GAGCGCGTGC TGATCCACGC AGCCACGGGT GGTGTGGGAA TGGCGGCGGT 
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64 951 GCAGATCGCC CGTCACCTGG GTGCCGAGGT GTTCGCCACC GCCAGTGCAG 
65001 CCAAGCACGT CGTACTGGAA GAGATGGGCA TCGACGCCGC CCACCGCGCC 
65051 TCCTCCCGGG ACCTCGCCTT CGAGGACACC TTCCGGCAGG CCACCGACGG 
65101 GCGCGGCATG GACGTCGTCC TCAACAGCCT GACCGGCGAG TTCATCGACG 
65151 CATCTCTGCG GTTGCTCGGC GACGGCGGCC GGTTCCTGGA GATGGGCAAG 
65201 ACOGATGTGC GCACGCCGGA GGAGGTGGCC GCGGAGTACC CGGGTGTCfkC 
65251 CTACACCGTG TACGACCTCG TCACCGACGC GGGGCCGGAT CGCATCGCGG 
653 01 TCATGATGAG TGAGCTGGGC GAGAGGTTCG CTTCCGGTGC CCTTGACCCT 
65351 CTGCCGGTGC GTTCCTGGCC GCTGGACAAG GCGCGTGAGG CGTTCCGGTT 
65401 CATGAGTCAG GCCAAGCACA CCGGCAAACT CGTACTCGAC GTGCCCGCAC 
65451 CGCTCGACCC CGACGGGACC GTCCTGATCA CCGGAGGCAC GGGGGCGCTG 
65501 GGGCAGGTCG TGGCCGAGCA TCTGGTGCGG GAGTGGGGCG TACGGCACCT 
65551 GCTGCTGGCC AGCCGCCGTG GACTGGACGC CCCCGGCAGC GGTGAACTCG 
65601 CCGACAGGCT GTCGGACTTG GGCGCCGAGG TGACCGTCGC GGCGGCCGAT 
65651 GTGAGCGACC CGGCCTCGGT GGTGGAGCTG GTCGGCAAGA CGGATCCCTC 
657 01 GCATCCGTTG ACGGGTGTCG TGCACGCGGC GGGCGTGCTT GAGGACGGGA 

65 751 TCGTGACGGC TCAGACGCCT GAGGGGCTGG CGCGGGTGTG GGCGGCCAAG 
65 801 GCCGCTGCGG CGGCGAATCT CCATGAGGCG ACCCGGGAGA TGCGTCTCGG 
65 851 TCTGTTCGTG GTGTTCTCCT CGGCGGCCGC CACGCTCGGC AGTCCGGGCC 

65 901 AGGCCAACTA. CGCGGCTGCC AATGCCTATT GTGACGCGCT GATGCAGCGC 
65951 CGACGGGCGG CGGGCCAGGT CGGCCTGTCG GTCGGCTGGG GTCTCTGGGA 
66001 GGCACCGGAC GCCAAGCCGG GTGTTGCCGC CGACGCCAAA CCGGATGTTG 

66 051 CCGCCGACGC CAAGACGGGA GTTGCCGCCG ACGGCACTCC CCAGGGCATG 
66101 ACCX3GCACCC TGAGCGGCAC CGACGTGGCC CGCATGGCAC GCATCGGCGT 
66151 CAAGGCGATG ACCAGCGCAC ACGGTCTCGC CCTGCTCGAC GCCGCACACC 
662 01 GCCACGGCCG CCX:CCACCTC GTCGCCGTCG ACCTCGACAC CCGCGTCCTG 
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66251 GCGCACAAAC CCGCCCCGGC CCTCCCCGCC CTCCTGCGCG CCTTCGCCGG 

6 63 01 AGACCAGGGA GGCCAGGGAG GCGGCCGAGG CGGCGGTCGG GGCGGCGGCC 

6 6351 CGGCACGACC GGCGGCGGCC ACCACCCGGC AGAACGTCGA CTGGGCCGCG 

66401 AAGCTCTCCG TCCTGACAGC CGAGGAACAG CACCGCACCC TCCTCGACCT 

66451 GGTACGGACG CACGCGGCAG CCGTCCTCGG GCACGCGGGC ACCGACGCCG 

665 01 TACGCGCCGA CGCCGCCTTC CAGGATCTCG GCTTCGACTC CCTCACCGCG 

66551 GTCGAACTGC GCAACCGCCT CTCCGCCTCC ACCGGCCTGC GCCTGCCCGC 

66601 CACGTTCATC TTCCGGCACC CGACCCCGTC GGCCATCGCC GACGAACTGC 

66651 GCGCACAGCT GGCCCCCGCG GGGGCCGACC CGGCCGCGCC GCTCTTCGGT 

667 01 GAACTGGACA AGCTGGAGAC GGTGATCACG GGGCACGCGC ACGACGAGAG 

66751 CACCCGGACC CGCCTGGCGG CACGCCTGCA GAACCTGCTG TGGCGCCTGG 

66801 ACGACACTTC GGCCCGCTCG GACCACGCGG CCGGCGCGAG CGACGCCGAC 

66851 GGCGACGCCG TCGAGAACCG AGACCTCGAG TCCGCGTCGG ACGACGAGCT 

66901 CTTCGAGCTG ATCGACCGAG AACTGCCTTC TTGATCAGGA GTGGAGAAGA 

66951 CATGCCGGGT ACGAACGACA TGCCGGGTAC CGAGGACAAG CTCCGCCACT 

67001 ACCTGAAGCG AGTGACCGCG GATCTCGGAC AGACCCGTCA GCGCCTGCGC 

67051 GACGTGGAGG AGCGCCAGCG GGAACCGATC GCCATCGTCG CGATGGCCTG 

67101 CCGCTACCCG GGCGGGGTGG CCTCCCCCGA GCAGCTGTGG GACCTGGTCG 

67151 CCTCACGCGG CGACGCCATC GAGGAGTTCC CCGCCGACCG CGGCTGGGAC 

672 01 GTGGCGGGCC TCTACCACCC CGACCCGGAC CACCCCGGCA CGACCTATGT 
67251 ACGAGAGGCC GGATTCCTGC GGGACGCCGC CCGCTTCGAC GCCGACTTCT 

673 01 TCGGCATCAA CCGGCGCGAG GCGCTCGCCG CCGACCCGCA GCAACGGGTG 
67351 CTCCTCGAAG TGTCGTGGGA ACTGTTCGAG CGGGCGGGCA TCGACCCCGC 
67401 CACGCTCAAG GACACCCTCA CCGGCGTGTA CGCGGGGGTG TCCAGCCAGG 
67451 ACCACATGTC CGGGAGCCGG GTCCCGGCGG AGGTCGAGGG CTACGCCACC 
67501 ACGGGAACCC TCTCCAGCGT CATCTCCGGC CGCATCGCCT ACACCTTCGG 
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67551 CCTGGAGGGC CCGGCGGTGA CGCTCGACAC GGCGTGCTCG GCATCGCTGG 

67601 TCGCGATCCA CCTCGCCTGC CAGGCCCTGC GCCAGGGCGA CTGCGGCCTG 

67651 GCGGTGGCGG GAGGCGTGAC CGTACTGTCC ACGCCGACGG CGTTCGTGGA 

67701 GTTCTCACGC CAGCGCGGAC TCGCACCGGA CGGCCGCTGC AAGCCGTTCG 

677 51 CCGAGGCCGC CGACGGCACC GGATTCTCCG AGGGCGTCGG CCTGATCCTC 

67801 CTGGAACGCC TCTCCGACGC CCGCCGCAAC GGACATCAAG TACTCGGCGT 

67851 CGTACGCGGA TCGGCCGTCA ACCAGGACGG CGCGAGCAAC GGCCTGACCG 

67901 CCCCGAACGA CGTCGCCCAG GAACGCGTGA TCCGCCAGGC CCTGACCAAC 

67 951 GCCCGCGTCA CCCCGGACGC CGTCGACGCC GTGGAGGCAC ACGGCACCGG 

68001 CACCACGCTC GGCGACCCGA TCGAGGGGAA CGGACTCCTC GCGACGTACG 

68051 GAAAGGACCG CCCCGCCGAC CGGCCGCTGT GGCTCGGCTC TGTGAAGTCG 

68101 AACATCGGCC ACACGCAGGC GGCTGCGGGC GTCGCAGGCG TCATCAAGAT 

6 8151 GGTGATGGCG ATGCGCCACG GCGAGCTGCC CGCCTCCCTG CACATCGACC 

682 01 GGCCCACGCC CCACGTGGAC TGGGAGGGCG GGGGAGTGCG GTTGCTCACC 
68251 GATCCCGTGC CGTGGCCACG GGCCGACCGC CCCCGCCGCG CGGGGGTCTC 

683 01 CTCCTTCGGC ATCAGCGGCA. CCAACGCCCA CCTGATCGTG GAACAGGCCC 

683 51 CCGCCCCGCC CGACACGGCC GACGACGCCC CGGAAGGCGC CGCAACCCCC 
68401 GGCGCTTCCG ACGGCCTCGT GGTGCCGTGG GTGGTGTCGG CCCGTAGTCC 

684 51 GCAGGCCCTG CGTGATCAGG CCCTGCGTCT GCGCGACTTT GCCGGTGACG 
68501 CGTCCCGAGC GCCGCTCACC GACGTGGGCT GGTCTTTGCT GCGGTCGCGT 
68551 GCGCTGTTCG AGCAGCGGGC GGTGGTGGCG GGGCGTGAGA GGGCTGAACT 
68601 GCTGGCGGGG CTGGCTGCGT TGGCCGCTGG TGAGGAGCAC CCGGCTGTGA 
68651 CGCGGTCCCG TGAGGAAGCG GCGGTTGCTG CGAGCGGTGA TGTGGTGTGG 
68701 CTGTTCAGTG GTCAGGGCAG TCAGTTGGTC GGTATGGGTG CTGGTTTGTA 
68751 TGAGCGGTTC CCGGTGTTTG CGGCTGCGTT TGATGAGGTG TGCGGCTTGC 
68801 TGGAGGGGGA GCTGGCGGTT GGTTjCJGGGTG GGTTGCGGGA GGTGGTGTTC 
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68851 TGGGGCCCGC GGGAGCGGTT GGATCACACG GTGTGGGCGC AGGCGGGGTT 

68901 GTTTGCGTTG CAGGTGGGGT TGGCCCGGTT GTGGGAGTCG GTCGGGGTGC 

68 951 GGCCGGATGT GGTGCTCGGG CATTCGATCG GTGAGATCGC GGCCGCGCAT 

69001 GTGGCGGGGG TCTTTGATCT GGCGGATGCG TGTCGGGTGG TGGGGGCGCG 

69051 GGCGCGTTTG ATGGGTGGGT TGCCTGAGGG TGGGGCGATG TGTGCGGTGC 

69101 AGGCCACGCC CGCCGAGCTG GCCGCGGATG TGGATGGCTC GTCCGTGAGT 

69151 GTGGCGGGGG TCAACACACC TGACTCGACG GTGATTTCAG GTCCGTCGGG 

69201 TGAGGTGGAT CGGATTGCTG GGGTGTGGCG GGAGCGTGGG CGTAAGACGA 

69251 AGGCGCTGAG CGTGAGTCAT GCTTTCGATT CGGCGTTGAT GGAGCCGATG 

693 01 CTCGGGGAGT TCACGGAAGC GATACGAGGG GTCAAGTTCA GGCAGCCGTC 

69351 GATCCCGCTC ATGAGCAATG TCTCCGGAGA GCGGGCCGGC GAGGAGATCA 

69401 CATCCCCGGA GTACTGGGCG AGGCATGTAC GCCAGACAGT GCTCTTCCAG 

69451 CCCGGCGTCG CCCAAGTGGC CGCTGAGGCA CGCGCGTTCG TCGAACTCGG 

6 9501 CCCCGGCCCC GTACTGACCG CCGCCGCCCA GCACACCCTC GACCACATCA 

6 9551 CCGAGCCGGA AGGCCCCGAG CCGGTCGTCA CCGCGTCCCT CCACCCCGAC 

696 01 CGGCCGGACG ACGTGGCCTT CGCGCACGCC ATGGCCGACC TCCACGTCGC 

69651 CGGTATCAGC GTGGACTGGT CGGCGTACTT CCCTGACGAC CCCGCCCCCC 

69701 GCACCGTCGA CCTGCCCACC TACGCCTTCC AGGGGCGGCG CTTCTGGCTG 

69751 GCGGACATCG CGGCGCCCGA GGCCGTGTCC TCGACGGACG GTGAGGAGGC 

698 01 CGGGTTCTGG GCCGCCGTCG AAGGTGCGGA CTTCCAGGCG CTCTGCGACA 

69851 CCCTGCACCT CAAGGACGAC GAGCACCGCG CGGCTCTGGA GACGGTGTTC 

69901 CCCGCGCTGT CCGCGTGGCG GCGCGAACGA CGTGAGCGGT CGATCGTCGA 

69951 TGCCTGGCGG TACCGGGTCG ACTGGCGGCG CGTCGAGCTG CCGACACCCG 

70001 TTCCX3GGCGC CX3GTACCGGT CCCGACGCCG ACACGGGCCT CGGGGCGTGG 

70051 CTGATC<3TGG CTCCCACGCA CGGGTOGGGT ACTTGGCCGC AAGCCTGTGC 

70101 CCGGGCGTTG GAGGAGGCGG GCGCGCCGGT ACGTATCGTC GAGGCCGGCC 



-54- 




70151 CGCACGCCGA CCGGGCGGAC ATGGCGGACC TGGTCCAGGC ATGGCGGGCA 

70201 AGCTGTGCGG ACGACACCAC CCAGCTCGGA GGAGTGCTCT CCCTGCTGGC 

7 0251 TCTCGCCGAG GCACCGGCCA CCAGTTCCGA CACCACTTCC CACACCAGTA 

7 03 01 CCAGTTGCGG TACCGGCTCT CTCGCGTCCC ACGGCCTCAC CGGCACCTTG 

70351 ACGCTGCTGC ACGGTCTGCT GGATGCGGGC GTCGAAGCGC CTCTCTGGTG 

70401 TGCCACGCGC GGCGCCGTGT CGTGCGGCGA CGCCGATCCG CTCGTCTC^tC 

70451 CGTCGCAGGC CCCGGTCTGG GGACTCGGAC GCGTGGCCGC CCTGGAGCAT 

70501 CCGGAGTTGT GGGGCGGCCT gStCGACCTG CCCGCCGACC CGGAGTCGCT 

7 0551 CGACGCGAGC GCGTTGTATG CGGTTCTGCG CGGAGACGGC GGCGAGGATC 

70601 AGGTCGCGCT GCGCCGGGGC GCGGTCCTCG GCCGTCGCCT GGTGCCCGAC 

7 0651 GCAACCCCGG ACGTGGCCCC CGGCTCGTCC ccggacgtgt ccggaggcgc 

70 701 AGCCCATGCC GACGCGACCT CCGGGGAGTG GCAGCCGCAT GGTGCCGTCC 

70751 TCGTCACCGG AGGCGTCGGC CACCTGGCCG ATCAGGTCGT ACGGTGGCTC 

7 0801 GCCGCGTCCG GCGCCGAACA CGTCGTACTC CTGGACACGG GCCCCGCCAA 

70 851 CAGCCGTGGT CCCGGCCGGA ACGACGACCT CGCCGCGGAA GCCGCCGAAC 

70 901 ACGGCACCGA GCTGACGGTC CTGCGGTCCC TGAGCGAGCT GACAGACGTA 

70 951 TCCGTACGTC CCATACGGAC CGTCATCCAC ACATCGCTGC CCGGCGAGCT 

710 01 CGCGCCGCTG GCCGAGGTCA CCCCCGACGC GCTCGGCGCG GCCGTGTCCG 

71051 CCGCCGCGCG GCTGAGCGAA CTCCCCGGCA TCGGGTCAGT GGAGACCGTG 

71101 CTGTTCTTCT CCTCCGTGAC GGCTTCGCTC GGCAGTAGGG AGCACGGCGC 

71151 GTACGCCX3CC GCCAACGCCT ACCTCGACGC CCTGGCGCAA CGGGCCGGTG 

71201 CCGATGCTGC GAGCCCCCGG ACGGTCTCGG TCGGGTGGGG CATCTGGGAT 

71251 CTGCCGGACG ACGGTGACGT GGCACGCGGC GCCX3CCGGGC TGTCCCGGAG 

713 01 GCAGGGACTC CCGCCGCTGG AACCGCAGTT GGCGCTCGGC GCCCTGCGCG 

713 51 CGGCGCTCGA CGGGGGCAAG GGGCACACGC TGGTCGCCGA CATCGAGTGG 

714 01 GAGCGGTTCG CX3CCGCTGTT CACGCTGGCC AGGCCCACCC GGCTGCTCGA 
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714 51 CGGGATCCCC GCGGCCCAGC GGGTCCTCGA CGCCTCCTCG GAGAGCGCCG 

71501 AGGCCTCGGA GAACGCCTCG GCCCTCCGTC GCGAACTGAC GGCCCTGCCC 

71551 GTGCGGGAGC GGACCGGGGC ACTTCTCGAC CTGGTCCGCA AACAGGTGGC 

71601 CGCCGTCCTG CGCTACGAGC CGGGCCAAGA CGTGGCGCCC GAGAAGGCCT 

71651 TCAAGGACCT GGGCTTCGAC TCGCTCGTGG TCGTGGAGCT GCGCAACCGG 

717 01 CTGCGCGCCG CCACCGGGCT CCGGCTGCCC GCCACCCTGG TCTACGACTA 

71751 CCCCACACCC CGCACCCTCG CCGCACACCT GCTGGACAGG GTGCTGCCCG 

71801 ACGGCGGCGC GGCAGAGCTC CCCGTGGCCG CCCACCTGGA CGACCTGGAG 

71851 GCGGCCCTCA CCGACCTGCC GGCCGACGAC CCCCGGCGCA AGGGCCTGGT 

71901 CCGGCGTCTA CAGACGCTGC TGTGGAAGCA GCCCGACGCC ATGGGGGCGG 

71951 CGGGCCCCGC CGACGAGGAG GAGCAAGCCG CGCCCGAGGA CCTGTCGACC 

72 001 GCGAGCGCCG ACGACATGTT CGCCCTGATC GACCGGGAGT GGGGCACGCG 

72 051 GTGAGCGGGG TGGAGCGGGG TGTGGGGTCG GCGGGCCCTG TGGAACAGGG 

72101 TGACGGACTC GCGGGCCTGG TCGAGCGGGC CGAGGCGCTG GCCGCTCTGC 

72151 GGGGCGCCTT CGACGGCTCC CCGGGCACCG GCGGCAGCCT CGTCGTGCTC 

722 01 AGCGGCGCGG TGGGCACCGG CAAGACCGCG CTGCTACGGG CGTGGGCCGA 

72251 CCGCATCGGC GCCGATGCCG ACGCCCTGGT CCTGACCGCC ACCGCCTGCC 

72 3 01 GCGCCGAGCG CGACCTGCCG CTTGGCGTCC TGGAACAGCT GGTACGCAGC 

72351 CCCGGCCTGC CCCCGGCCAG CGCCGAGCGC GCGCTGGCGT GGTGGGACGA 

72401 GGAGGCCTCG GCCACCCCCG GAAAGACGGA CGCGAACGGG ACGAGTGCCA 

72451 ACGGGACGGA CGCGAACGGG ACGGGCGCGG GACAGACGGG CGCGGGGCAG 

72501 GCGGGCGTGG GACAGACGGG CGTGGGCGGA GAGCCCGTCC TGGCCGCCTC 

72551 CGCCCTGCGA GGCCTGTGCG AGGTGCTGCG GGACCTGCTC GCCGAGCGGC 

72 601 CCGTCGTGGT CGCCGTCGAC GACGCGCACC ATGCCGACGC GGCGTCGCTC 

72 651 CAGTGCCTGC TCTCCGTGGT GCGCCGGCTG CGGTCGGCAC GACTCCATGT 

72 701 GCTGTTCACC GAGTACGCCC ATCAGAAGGC GCAGAACGCC CTGCTGAGCA 
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121 SI GCGAGTTCCT GCACGAGCCC GCCCTGCGGC GGATCCGCCT GGAACCGCTG 

72 801 TCGAAGGCGG GCGTGGAGGC CTTGCTCGCC CGGCACCTCG ACGAGCGGAC 

72 851 GGCACAAGAC CTCACCCCCG TCGTCCACGG CATGAGCGCG GGCCACCCGC 

72 901 TCCTCGTACG GGCGCTGGCC GAGGACCACC GTGCGGCGGG CGGCGCCGGG 

72 951 GAGGCGTACG GTCGTGCCGT CCTCAGCTTT CTGTACCGGC ACGAGACTCC 
73001 GGTCACCCAA GTCGCCCGCG CCATCGCTGC GTTGGGCGCG CACGCCGGAC 
73051 CCGGTCAGGT CGGGCGGCTG CTCGATGTCG ACGCGGCGTC CGTCGAGCGG 
73101 GCCGTGCGGC AGCTGACCGT CGCGGAGGTG CTGCACGAGG GCCGCCTGTG 
73151 CCACCCGGCG TTCGCGGCGG CGGTCCTGGA CGGCATGCCG CCCGAGGAAC 

732 01 GCCGCGCCCT GCACGGACGG GTCGCCGACC TCCTGCACGA GGAGGGGGCG 
73251 CCGGCCACCG AAGTGGCCGC CCACCTCGTC GCCGCCGACC GGTCCGACGC 

733 01 CCCGTGGGCG GTACCCGTCT TCCAGGAAGC GGCCCAACTC GCCCTGGACG 

733 51 AGGACCAGGT GGAGACCGGC GTCGACTATC TGCGCGCGGC CCACCAGCGG 

734 01 TGCCGGGGCG CCGCGCAGCG TGCCGCGGTC GTCGGTGCGC TCGCCGACGC 
7 3451 CGAGTGGCGG CTCGACCCAG CAAAGGTCCT GCGCCACCTG CCCGACCCTG 
73501 CAGCCATGGC CCCACAAACG GACCCTGCCG CCCTGGCCCC ACACACGGAC 
73551 CCCGCACCCA CAGCCGCACC CACAGCCGCC CCCACCCCCA CCCCCATCCC 
73601 GACCACCCCA CCCCTCCCCA CCCACCTGCT CTGGCACGGG CGGGTCGAGG 
7 3651 AAGGCCTGGA CGCCATCGGC ACGCTCACCG GGCCCGGACC CAACCCGGCG 
73701 GGTGCGCCGC CGATGAACCC CGCGGACCTG GACACCCCAT GGCTGTGGGG 
7 3751 CGCCTACCTC TATCCCGGGC ACGTCAAGGA GCGCCTGGGA TCCGGCGCCC 
7 3801 TGTCCCCGCA GCGCTCGACC CCGCCGGCGG TCACGCCGGA GCTCCAAGGC 

73 851 GCGGGCACX3C TGATGAACGA CCTGCTGCAC GGCGGCGAAC GCGACGCCAC 
7 3 901 CGAGGCCGCC GAGCGCGCCC TCAACCGCTA CCGGCTCGGC CCCCGCACCA 
73 951 TCGCGGTCCA GACGGCCGCG CTGGCCGCCC TCACCTACCG CGACCGGCCG 
74001 CACCGCGCX3G CCGCCTGGTG CGACGGCCTC GTCGCCCAGG CCGACGAGCG 
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74 051 CAACAGCCCC ACCTGGCGGG CCCTGTTCAC CGCGTGGCGT GCCCTGCTCC 

74101 ACCTGCGGCA GGGCGACCCG GCCGCAGCGG AACAGCGCGC CGAAACCGCC 

74151 CTCGCCCTGC TCGGATCGAA GGGCTGGGGC GCCGCGATCG GCCTGCCGCT 

742 01 GGCAGCCGCC GTACAGGCCA AGGCGGCCCT CGGCGATGTC GACGGGGCGG 
74251 CGGCCCTCCT GGAACGGCCC GTGCCCCAGG CGGTCTTCCA GACCCGCACC 

743 01 GGACTGCACT ACCTGGCGGG CCGGGGCCGC TATCACCTCG CCACCGGCTG 

743 51 CCACTACGCC GCACTGTGCG ACTTCTACGC CTGCGGGACC CGCATGAGCA 

744 01 GCTGGGGAGT GGACCTGCCC GCGCTGGAGC CGTGGCGCCT CGGCGCGGCG 
744 51 GAAGCGTACC TGGCCCTCGG CGAAGGACTC CTGGCACGCC AACTCGTCGA 
74501 CGGCCAGCTG CCGTTGCCCA CGCCTGACGA CGGCCGCACC TGGGGCATGA 
74551 CGTTGCGCCT GCGGGCGGCC ACGTCCCCCG CGCCGGCCCG GGCCGAACTC 
74601 CTCGACGAGG CCGTGGCGGT GCTCCGGGAG AGCGGCGACA CCTTCGAGCT 
74651 GGCGCGGGCC GTCGCCGACC AGGCTGTTGC CGTACGCGAA GGGGGCGAGG 
74701 CGGAACGCGC CCGGCTGCTG GCCCGCAAGG CGGAGCTGCT GGCCCGGCGC 
74 751 TGGGGCAGCG CCCCCGCGCC CGCCACCGTC CCCGAACCGC CGGAGCGGCC 
74 801 AGGACCGGCC ACTCCGGACG CCGAACTGAC CAGTGCGGAG CGGAGGGTGG 
74 851 CCGAGCTGGC CGCCGAAGGG TTCACCAACC GGGAGATCTC CCGGAAGCTG 
74 901 TGCGTCACGG TCAGCACCGT GGAACAGCAC CTGACCCGGA TCTACCGGAA 
74 951 GCTCGACGTC AGGCGACTGG ACCTCCAGGC AGCCCTCGGC TGACCTTCAG 
75001 GCGGCCCTCG GCTGACCGCA GGCCACGCGC CTACGGTCAG CCTTCCTGAG 
75d51 TCAGGACCGT ACAGCCGCCG TAGGTGTAGG TGTAGGCGTG GGCGAGATCG 
7 5101 TCGCCGCGTC CAGACCCACC ACGGCCAGCT CCTCCGGAAG GAACGGGGGA 
75151 GCGGTCAGCT CCGGGAGGCG TTCGTCGGCG CGCATCGCCA TCAGGAAACG 
75201 GTTGGAGCCC AGTTCGGCCT GCGGCGCGTT GAGGCTCATC ACGTCCGTGA 
75251 CGATCTCGGA CGCCTTCGGG GAACGGATCG ACGCCGCGGT GATGGCCTCG 
75301 GCGAACCGCA GACGCTGCTC GGTGTCCACA CCGATGAGCC GCGGATCCGT 
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75351 CGCCGAGACA CGGCAGTTGA CGTAGTCGAT GTCCTTGGTC GCGGCGAGGA 

75401 TCCACGGGTC GTCCACGGCC GCGCCGATCG CCTTCTGCAG GGCGCGGGTG 

75451 CCGGCGCGGG CGGACCCCGT ACCCTCCTGC ACGCTCCGCT CGAACTCGCG 

75501 GTCGATCGTG GTGGCGCAGC GCGCGGCCGA GCTCATGCCG TGGCCGTAGA 

7 5551 TCGGGTTGAA AGCGGTCAGC GAGTCGCCGA TGACGAGCAG ACCGTCGGGC 

7 5 601 CACTGTTCGA GGCGCTCCGG ATAGAGGCGG CGGTTGGCGC CGGAGCGCfCA 

7 5 651 ACCGAAGACG GGGGTGAGTG GTTCGGCGTC CCGGAGCAGG TCGGCGAGGA 

75701 TCGGGTGGTT CAGGTTCTCG GCGAAGGGGA TGAACTCGTC CTCGTGTGTG 

75751 GGCAGTTGCG CGCCCCGCGT GCAGGAGAGC GTCGCGAGCC AGCGGCCGCC 

75 801 CTCGATGGGG TAGACCACGC CGAAGCGGCC GGGTTCGCGC ACCCGGTCGT 

75851 CGGCGGCGAT GTTCACGGCG GGGAAGTGCG TCGTAGCGCC CGGCGGGGCC 

75901 TTGAAGAGCC GGGTGGCGTA GGCGACGCCC GCGTCCACGA CGTCTTCCTC 

75951 CAGTGCCGGC ACGCCGAGGG CGGCGAGCCA CTGCTTGAGG CGGGAGCCGC 

76001 GCCCGGTGGC GTCGATCACC AGGTCGGCCT CCAGCTGCTC CTGCCGACCG 

76051 CTGTCGAGGT CGCGGACGAC GACACCGGTG ACCCGGCCGC CACTGCCACC 

76101 ACCACTTCCC GTCAGCTCGA CGGCCTCGGT GCGCTGCCGG ACGGTGATGT 

7 6151 TGTCGGCTCC CAAGGCCTGC TGACGTACCG TCAAGTCCAG CAGCGGGCGG 

76201 CTGGCGACCA GCGCGAACTG GGTGGCGGGG AAGCGGTGCT GCCACCCCTG 

76251 AGCGGTCAGC GTCACCAGGT CCTCGGGGAA GCCGAGGCGG CGGGCGCCGG 

76301 CCGCGAGGAG GCGGTCGGTG GTGCCGGGCA GCATCTCCTC GATGAGGCGG 

76351 GCGCCGTTGG ACCACAGGAG GTGCGCGTGG CGGGCCTGCG GGACCCCCTT 

76401 GCGGTGCTGG GGCTCCTCGG GCAGCGCGTC ACGTTCCACG ACGGTGACGG 

76451 CGTCGACGTG CCGGGCCAGG ACGTGGGCCG CCAGGGTGCC TGCCATGCTG 

765 01 GCACCCAGGA CGACGGCATG TGCGGGTCGG GTGGTGGTCA CGCGCGTATC 

76551 CCTTCGGGGT OGGTGGTGTC GGCGGGCCCG GCCGGATCGT CCATGGTCAC 

7 6601 GTCCGTGACG CCCCAGAACG CCTGGACCCG GCGGCCGAGC CCGTGCTCGT 
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76651 CGAGTTCGAC GATGCCGACG 

76701 ACGGTGACCG TGGTCGGCGT 

76751 CGGCGGGTCC GGCACCTCGT 

76801 GGCGGCGGAG ATCGTCCTTG 

7 6851 TCGAAGACGA TGTCGTCCGT 

76901 GGCGTTGATG CGCTCGGCGT 

76951 CGTCGGGCAT GGCACCTCCA 

77001 CGAGGGCCGT TCGGTTCAGC 

77 051 ACGACTTCAG ATGCCGGATG 

77101 ATCGCCGTGC GGTGTATGCG 

77151 CCAGCCCCGC TCCGCGTAGA 

77201 AGGAAATCTG GATCAGCGCG 

77251 GCCGCCTCCT CGCGCAGGTG 

773 01 CAGCGCGTCG TGCGCGGTGA 
77351 CCGCGTCGGG CGCGTACAGA 
77401 ATCCGCCGGC TGTGCTCCAG 

774 51 CGCTGCCCCT CCACTGCCTG 
77501 GCCGTTGCCG TGTCCGTTGC 
77551 CGCTCGCGCC GTCCCTGCCG 
77601 TCCGCCGACG CGTCCTGGAT 
7 7651 GGCCGTGTCC TGCGGCGCGT 
77701 CCGCCAGTTC GGCCCGCGCC 
77751 GAGTCCTCGA TGCGCTCGAA 
77801 CGCGCGCGGG GCCAGCTCCT 
77 851 TGGGATGGTC GAAGACGAAC 
77901 GAGAGCCGGT TGCGCAGCTC 
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ATGCGGAAGG TCATCGGCCG CGGCCGCTGC 
CACCACGAAA CGGTCGTCCA TCGACGTCAT 
GCGTACCGCA GGAGACGGCC AGTTCGAGAT 
CCCACCATCG GGGGCCGCCC CACGGGGTCC 
GAACAGGTCG AGGACGCCTT CGATGTCACC 
AGTCGACGGC CATCTGCTTG CGCGCGGCCT 
GGAAGGGTGG GCAGACCTTG TGAAAGTCAT 
CGAGGACCGT GAGATCGGAT GTGCCCCAGT 
AGGCCGGACG CGTCGATGCG GATCACGAGC 
GGCCGTCCCC GGGGCGTCGG GGGCCTTGAG 
GCGGGCCCAC GGGCAGGTAG TCCATGACGG 
TGCGTGGCGT CCTGCCCGGC GACGGGCTCG 
CGCGGCGAGC AGCGGTTCGT AGTGGGCGCG 
CGGGCGGGAG GCCGACCGGG TCCTCGAGGA 
TCGATGATCG CGTCCAGGTC CCCGGCGTTG 
GGCCCGCTTC TTGCGGGCGA ACTCGTTCAT 
ACCGTGTCCG TTGCCGTTGC CGTTGCCGTT 
CCTGCCCGGT GGGCTGTCCG TTGCCCTGTC 
AGGTCCCGGT CGATGAACGC GAAGATCTCG 
ACGTGTACGA GTGGCCACCG CGACCTCGCC 
CGAGCCTGGC CAGCGTCGCG CGCAGCCGCC 
GAGCCGTCCT TCGAGGAGAC CGAGAGCAGC 
CTCCGCCAGG ACGTCGGCGA GCGGATCCGC 
GCCGCAGCTG CX3CGGCGAGC TCCGCCGGGT 
GTGGCGGGCA GCTTCAGCCC CGTCGCGGCC 
CACCGCX5GTC AGGGAGTCGA AGCCGAGTTC 
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77 951 CCGCAGCCCC TGCGTCGCGT TGACGGGCGT GGCCGCGTCG TAGCCGAGGA 

7 8001 CGGCCGCGAT ATGGGTGCAC ACCAGGTCGA GCAGCGCCTC CTCCCGCTCG 

7 8 051 GGGTCGGACA TCGCGCCGAG CGACTTGAGC AGCGCGGCCG CCCCCGCCGA 

7 8101 CACGGCACCG CCGCCGCTCT TGCTCCCCCC GCGCACCAGG TCGCGCAGCA 

7 8151 GCGCCGGTGC GGGGTGGCTC TGGGCCTGCC GGCGCATCCG GGCCAGGTCC 

7 8201 AGACGGACCG GCGCGTACAG GGGCAGTCCG CCGGCCCACG CCGCGTCG'aG 

782 51 GAGGGCGAGT CCCTCGTCGG CGCCGAGCCC GACCACGCCG GCGCGGGCAT 
7 83 01 GGCGCGCCCG GTCGGCGTCG GTGAGCCGTC CCGACATGCC GCTCGCCAGC 

783 51 TCCCAGTAGC CCCACGCCAG GGAGGTCGCC GCCGCACCGC CGTCGTGCCG 
7 8401 GTGCCGGGCC AGCGCGTCCA AGAAGGCGTT GGCGGCCGTG TAGCTGCCCT 
7 8451 GGCCGGGGCC GCCGAGCAGC CCGGCGACCG AGGAGTACAG GACGAACGCG 
785 01 GACAGGTCCG CGTCCCGCGT CAGCTCGTGC AGGTGCCACG CGGCGTCCGC 
7 8551 CTTCACGCGC ATCACCTCCT CGACCTGCTC GGCCGTGAGG TTCTGCACCA 
7 8 601 CGGCGTCGTT CACGGTGCCC GCGCAGTGGA AGACGGCGGT CAGCGGGTGG 
7 8 651 TCCGAGGGCA CCGCCGCGAG GAGGGCGGCG GCTTCGTCCC GGTCGCCCGG 
7 8 701 GTCGCACGCG GCGAAGGTGA CTCGCGCGCC GAGCGCGGAG AGGTCGGCGG 
7 8751 CCAGTTCGAG TGCGCCCGGC GCGTCGGCTC CCCGCCTGCT GGACAGCAAC 
78801 AGGTGCCTGG CTCCGTACCG TTCCACCAGG TGACGGGCCG TCAGCGAGCC 
78851 GAGTGCTCCG GTGCCGCCGG TGACCAGCAC GGTGCCCTCG GGGTCGAAGG 
7 8 901 CGGGAGGCAG CGAGAACACG GTCGTGCCCG CCGAGGGCGG GGCCGCCATC 
7 8 951 GCGGCGGGCG CCTGCCGGAT GTCCCACACG GTGATGTCGA GCGGCGTCAG 
7 9001 AGCACGGCTG TCACCCCGTT CCGCGGGCAG CCCGGGCTCC GCCGACTCCG 
7 9051 TGATCTCGGC AAGCTCGGTC AGCTCX3GTCA GCTCCGCGAG GATTTCCCGT 
79101 ACGCGCCCGG GCTCGGGCGG CACGACAGCC TGTCCCTCGT CCGGACGACC 
7 9151 GCCGGCACGG TGGACCACCA GGGCCCCCTC GTGGCGGAGG GTGACGTCGG 
7 9201 CCGCGCGCTC GGCGCCCGAA TCATCCGCCG TCGACGCACC GTCCACX5GCC 
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79251 TCGACCCGCC ACCGCCCGGC AAGAGCAAGA CGCAGCACGG CACGGCCGAC 

7 9301 GGAACCGGTT TCCTCCCCGA CGAGCAGAGT CTCGCCGCCG CGCGGCGCCA 

7 9351 CGACATCCGC CAGCACGTGA TACGCGGACA CATAGGCCCC CAAGGACCCG 

7 9401 GCCGCCTGCG CCCAACTCCA GCCCGCCGGA ACCGGCATAA GCAGCGCGGC 

7 9451 ATCGGTGACG GCCACCGGGC CCACCGCGTC GAACAACCCC ATCACCCGGT 

7 9501 CGCCCACGGC CACCGAACCG ACCTCGCCGC CGACTTCCGT CACCACACCG 

7 9551 GCACCCTCGA CCTGGCCCGC CGTGAGCGGC CCCGGCGCCG CGGCCCGCAC 

7 9601 CGCCACCCGC ACCTCGTGGG GCTCCAGCGC CCGTCCGGCC TCGGGAGCGT 

7 9651 CGACAAGGGA CAACTGCTGT CCGCCGCCCG CCTCTTGGCA CCGAGCCAGC 

7 9701 CGCCACGTGA GCGATCCGAC CGGCGGCACC AGCCGCACCG ACGCGTCGTC 

79751 GCGCACGAGC CGTGGCACGT AGGCGCGCCC GTCACGCAGC GCCAATTCCG 

7 9801 GTTCGCCGGA GGCCAGTACG CCGGTCAGCG TGGCCGGAGA AGACTCCAGT 

79851 CCGTCCACGT CGAGCAGCGT GAGGCGACCG GGATTCTCGG CCTGCGCGCT 

7 9901 GCGCACCAGA CCCCACAGCG ACGCGCCCGC CAGATCACCG GCGGTCTCAC 

7 9 951 CCGGCCGCGC GGCGACCGCG CCTCGGGTGA CGACGACGAG ACGGGTCGCC 

8 0001 GCGAACGCCG GGTCGTCCAC CCACTCCTTG AGCAGCGACA GAAGGGACAC 
80 051 GGTGGCCAGC CGCGCGTACC CGGCCGGGTC GCCGCCCCTG CCATCGGCAT 
80101 CCGCAACGGC CCCGGCACCT GCGCCGGGCG CGGCGCACAC GGCGAGCACG 
80151 ACATCGGGCG CTTCGCCCCC AGCCGCCACT CCGTCCCGGA GCGCACCGAA 
80201 CGTGTCCCAC ACGGGGCCGG CGGCCAGCGC ATCGGACAAG GCGTCGGCCA 
8 0251 GCGCACCGGC CGACGTACCG CCCATCGGGC CACTCTCGAC CGGCGCGAGG 
80301 ACCGCGGCAC GCGGGGCGCC GCCGCCCGTC TCCTCGGCCC GCGCGGCGAC 
8 0351 CTCCATCCAC ACGAGCCGGA ACAGCGCGTC ACGGTCCGCC GCACGGGCGC 
8 0401 'CCGCGATCTG GTGGGCGGCC ACCGGCCGTA CCGTGAGCGA CTCCAGCGTG 
80451 AGAACC<3GCT CCCCGCCTCC GCCCCCXSTCC ACGGCCGTGA GGGCCAGCTG 
80501 GTCGGGC6CG GTGCGTGCGA TACGTACCCG CAACTTCTCA GCGCCGGGCG 
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80551 CGTGCACCCG CAACCCGCTC CAGGAGAACG GCAGCAGCAC TTGGTCGGTG 

8 06 01 TCGGCGGACG ACGTGACCGC GTCCAGGATC AGCGCGTGCA GCGTGGCGTC 

80651 GAGCAACACC GGGTGCACCT GGTAGCGGTC GOCCCTGCCG CTCTCCGCCT 

80701 CGGGCAGCGC CACCTCGGCG AAAAGGTCGT CCCCGAGCCG CCACGCGCTC 

80751 ACCAGTCCCT GTGAGCCGGG CCCGAAGTCA TAGCCGTACG AAGCGAGTTC 

80801 CCCGTACGGA TCCTGCTCGC CGACCGGTGT GGCGCCCGGG GGCGGCCACG 

8Q851 TCCCGCCGAA CGAGGCGTCC CCGGCGTCGG GCCCCGGGGG AGCGACCACG 

80901 CCCGCGGCAT GCCGGGTCCA CACGGCCTCC TCGCCCTCAC CCGTGGGCCG 

80951 CGAATGGACG GTCACGGGAC GCCGCCCGTC CTCGGCCACG GAACCGACCA 

81001 CCACCTGCAC GTCGACCGCG CCCGCACCCT CGTCCCCGAA GGCGAGCGGA 

81051 GTGTGCAGCG TCAGCTCCGC CAACTCCGCG CAGCCGGCCC GCACCGCGGC 

81101 CTGCAGCGCG AGCTCCACGA ACGCCGAACC GGGCAGCAGC ACCGTGTCCA 

81151 TGACCCGGTG CTCGGCCAGC CACGCCTGGT CCCGCGGAGA GATCCGGCCG 

812 01 GTCAGCAGGT GACTGCCGCC GTCCGCGAGT TCCACGGCGG CTCCGAGCAG 
81251 CGGATGCCCC GCGGACGCGA GCCCGAGCCC CGCCGGGTCC CCGGCGAGCC 

813 01 CCCTGCGCCC CTCCAGCCAG AACCGCTCCC GCTGGAAGGC GTAGGTCGGC 
81351 AGATGCACCA CCCGAGGCAG CGGCACGGCC GGGAACCAGC CCGTCCAGTC 

814 01 GACCTCCGCC CCCGCGCCGA AGGCCTGGGC GGCCGCGCGG GTGAGCTGCG 

814 51 CGGCGTCGCC GTGGTCGCGG CGCAGGGTGG GCACGACGGT GGCGGGCATG 

815 01 TCGGCCCGCT CGATGGTCTC CTCCATGCCG AGGTTGAGGA CGGGGTGGGG 
81551 GCTGGCCTCG ATGAACAGGC GGTAGCGGTC GGGCAGCAGC GCTTCGATGG 
81601 TGTCGGCGAA GCGGACGGGC TGGCGGAGGT TGGTGACCCA GTAATCCGTG 
81651 TCGAGGGTGG TGGTGTCGTC GAGGCGTTCG GCGGTGACCG TGGAGTAGAA 
817 01 GGCGACGTCC GTGGTCGTGG GCCGGATGTC GGCCAGGCGC TCGGTGAGGA 
81751 GGTCGTGGAG CTGGTCGATC TGGGGGCCGT GGGAGGCGTA TCCGACGTCG 
81801 ATGACGCGGG CGCGCAGGCC TCGCGCCTCC GCATCCGCGA CCACGGCTGC 
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81851 CACATGCTCC GGCGGCCCTG AAATGACCGT AGAGGAGGGC CCGTTGACGG 

81901 CAGCGACACA CACGCCGGGC CGGTCGCCGA TGAGCTCAGC AACCTGCTCC 

81951 GAGCCGGCCC CCAACGACGC CATGTCGCCC TGCCCCATGA GCTGACGGAG 

82 001 CGCGTCACTG CGTACGGCCA CGATCCGCGC CGCATCCTCC AGTGACAGTG 

82 051 CCCCCGCCAC ACACGCGGCG GCCATCTCGC CCTGCGAGTG CCCGATGACG 

82101 GCAGCCGGGG TGATGCCGTA ATCGGCCCAC ACCGAAGCCA GCGAGACCXt 

82151 CACCGCCCAC AACACGGGCT GCACGACCTC GACCCGGGAC AGCTCACTCC 

822 01 CGTCCCCGCG CAACACCGCA CTCAGCGACC AGTCCACATG CGCCGACAGG 

82251 GCCCGCTCAC ACTCCGCGAT CCGCGCCGCG AAGACGGGGG ACTCGTCAAG 

82 3 01 GAGCTGGGCA CCCATGCCCA CCCACTGCGA cccctgcccc ggaaacacca 

82 3 51 ACACCGGACC CGCGCCGGAG GCGCCCTGTA CGGCGCCCTC GACGACGTCC 

824 01 GGTGACGGCT CGCCCGCCGC CAGGGACCGT AGCCCGGCGA GGAGAGTCTG 

82451 GCGGTCCTTG CCCACGACGA CGGCTCGGTT CTCGAACACC GACCGGGTCT 

82 501 TGACCAGGGA CCAGCCCACG TCCAGCGGCG ACGCGAGCCG CGGGTCGGCG 

82 551 GTGGCGCGGT CGGCCAGCAG GCGGGCCTGG GCCCGCAGCG CCTCCTCGCC 

82 601 GCGCGCCGAC ACCACCCAGG GCACCACTCC GGCCGGCGCC GCGGCGTCCT 

82 651 CCGCCGGAGC GGTCACGGGC TCCGGCGCGT CCGGGGCCTG TTCCAGGATG 

82 701 AGGTGCGCGT TGGTGCCGGA GATGCCGAAG GCGGACACCC CGGCGCGGCG 

82 751 CGGGCGTTCG CCGCGCGGCC AGGAGACCGG TTCGGACAGC AGGCGGACGC 

82 801 CACTGCCGTC CCAGTCCACG TGCGGCGTGG GCGCGTCGAT GTGCAGGGAG 

82 851 GCGGGCAGCT GTTCGTTGCG CAGCGCCATG ACCATCTTGA TCACACCGGC 

82 901 GACACCGGCC GACGCCTGCG CGTGCCCGAT GTTCGACTTG ATCGAGCCGA 

82 951 GCCACAGCGG CCGGTCCGCG GGCCGCTCCT TGCCGTAGGT GGCGACGAGC 

83 001 GCGCTGGCTT CGATGGGGTC GCCCAGCATG GTGCCGGTGC CGTGCGCCTC 
8 3 051 CACCGCGTCX3 ACGTCCTCGG CGGAGAGCCG CGCGTTGGCG AGTGCCTGCC 
83101 GGATCACCCG CTGCTGCGCC TGCCCGTTGG GTGCCGTGAG CCCGTTGCTC 
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83151 GTGCCGTCCT GGTTGATGGC CGAACCCCGG ATCACCGCCA GGACGTTGTG 

8 32 01 GCCGTTGCGC CGGGCCTCCG AGAGCCGTTC GAGTACGACC AGGCCGACTC 

83251 CCTCGGCCCA GCCGGTGCCG TCGGCGGCGG CCGCGAACGG CTTGCACCGG 

833 01 CCGTCCTTGG CGAGCCCGCG CTGCAGCGAG AACTCGACGA ACGAGCCCGG 
83 3 51 CGTGGCCATC ACCGTCGCGC CGCCCGCGAG AGCGAGCGAG CACTCG.CCCT 

834 01 GGCGCAGCGC GTGCGCCGCC TGGTGGATCG CCACCAGGGA CGAAGAGCfAG 
834 51 CCGGTGTCGA TCGTCATGGC GGGGCCTTCT AGGCCGAGTA CGTACGACAC 
83501 CCTGCCGGAG GCGACACAGC CGAGGTTGCC GGTGCCGATG TAGCCCTCGA 
83 551 CCTCGGTGGG CTGTTCACCG ACGAGCGGGA GGTAGTCGAA GATGGTCAGG 
83 601 CCCGTGAACA CCCCGGCGTC GCTGCCCTTG AGGGTCTCCC GGTCGAGGCC 
83 651 CGCGCGTTCG ATCGCCTCCC ACGCGGTCTC CAGGAGCAGC CGCTGCTGCG 
83701 GGTCCATCGC GACGGCCTCG CGGGGGCTGA TGCCGAAGAA TCCGGCGTCG 
83751 AAGTCGCCCG CGTCGTAGAG GAACCCGCCT TCGCGCACAT AGCTGGTGCC 
83 801 GCGGCTCTCC GGGTCCGGGT CGTACAGCGT CTCCAGGTCC CAGCCCCGGT 
83 851 CGTCGGGGAA GGCCCCCATG GCGTCCTTGC CGGCCGCGAC CAGATCCCAC 
83 901 AGCTCCTCGG CGGAGCGGAC GTCGCCCGGA TAGCGGCAGG CC ATGCCGAC 

83 951 GATCGCGATC GGCTCGTCGT CGGCGGCGCC CCTGGAGGCC CCGGCCGCCC 
84001 GCACCGGGTC GGCGGAGGCC GCCGCGTCAC CGGACAGCTC GGCCCGCAGG 

84 051 ACGTCGGTGA GCGCGTCGGG GGTGGGGTGG TCGAAGACGA CCGTGGTCGG 
84101 CAGTGTCAGG CCGGTGCTCT TGTTCAGCCT GTTGCGCAGC TCCACCGCGG 
84151 TCAGCGAGTC GAAGCCCAGC TCCTGGAACG GCTTGGTGGC GGGCACCGCG 
842 01 TCGACGTCCG AGTGCCCCAG CGTGGCCGCC GCCTGGGAGC GCACGTGCTG 

842 51 CAGCAGCAAC TGCCGCTGCT GCGCCGGCTT CGCCTCCGTC AGCTCCTGCT 

843 01 GGAGCGACGA TGCCTCCGTG GCGTCTTCCT GCTGTGCCGC GGGTGCGCTG 

843 51 GCCCGCC<X3T TCTCGGGCAG ATCGGCGAGG AGCGGGCTGG GCCGCTGCGC 

844 01 GGTGAACGTC GACGTGAACT GCGCCCAGTC GAAGTTCGCC ACGGTCAGCG 
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84451 TCGTCTCACC CGCGTCCAGG GCCTGCTGCA GCGCCTTGAC GCACAGCTCC 

84501 GGGCTGAGCG GGTGCAGGCC GAAGCGGCTG AAGAACGTCA ACGCGGCCTG 

84 551 GTCCGCCGCC ATGCCCGCCT CGGCCCAGGG CCCCCAGGCG ATGGAGGTGG 

84601 CGGGCAGGCC CTCGGCGCGG CGGTGCTCGG CGAGGGCGTC GAGGAAGTGG 

84 651 TTGGCCGCAC CATAGGCGCC CTGCTGGCCA CTGCCCCACA CGCCTGCGCC 

84 701 CGACGAGAAC ATCACGAACG CCGAGAGCGG CAACTCCCGG GTCAGTTCAT 

84 751 GCAGATGGTG AGCGGCGAGC GCCTTCGGAC GCAGCACCTC GTCCAGCTCG 

84801 GCACCCGACA CGTCGCCGAG ACCGATGTAG TTCGGCACGC CGGCCGCGTG 

84851 GATGACGGCG GTCAGCGGGT GCTCGGCGGG GACATCGTCG ATGAGGCGTC 

84 901 GCACCTGCTC GCGGTCGCCG ACGTCGCAGG CGGTGACGGT GACGGCGGCC 

84 951 CCCAACTCCG TCAGTTCCGC GGCGAGTTCC TGTGCTCCCG GGGCGTCGGG 

85001 GCCGCGGCGG CTGGTCAGGA GGAGGTGCGG GGCGCCCGCA CGGGCGAGCC 

85051 ACCGCGCGAG GACGGCGCCG ATGCCGCCGG TCCCGCCGGT GATGAGAGTG 

85101 GTGCCGTCGG GCCGCCAACC AAGCCCGCTG CCGACCGTGT TGGCGGGCGC 

85151 GTGTGCAAGG CGACGGGCAT GGACGCCGGA CGGCCGGATG GAGATCTGGT 

85201 CCTCGTCCTG CGGAACCAGC GCGGCGGCCA GCCGGGCCAG CGTCTGATGG 

85251 TCGATACGAG CGGGCAGATC GACCAGCCCG CCCCACAGCC GCGGATACTC 

853 01 CAGCGCAGCG ACGCGCCCCA GCCCCCACAC CTGAGCCTGC ACCGGGTGGG 

85351 TGAGGGCGTC GCCGGCGCTC GTGGAAACAG CCCCCTGCGT GAGAGTGCGT 

85401 ACGGCGATGT CGGCGCCGTT GTCCGCGAGG GCCTGGACGA GAGCGGTCGT 

85451 CGCGGCGAGT CCGGCGGGCA CGGCCGAGTG CTCGGGATGC GGCTCCTCGT 

85501 CCAGGGCCAG CAGATTGACG ACTCCGGCAA ACGCGGCCCC GTCCATCAGG 

85551 ACACGCAGCT CCTGCGCCAA CTCCGTACGC TCCATGGCAC GTGCGTCGAC 

85601 CACGTGGCGT CGCACCTCGC CACCATGGGC GGTCAGCGTC TGCGCGGTCG 

85651 CGAGGACGGC COGGTGGTCG GCGTGCGCGG CGGGCACGAG CAGCAGCCAG 

85701 GCCCCGCTGA GCTCCGGCGC CGGCACGTCG GGCAGATGCT TCCAAGTGAC 
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85 751 CTGATAACGC CAGGAGTCGA CGGTGGACTG CTCGCGGTGC CGACGCCGCC 

85 801 AGGCCGAGAG GACGGGCAGC GCGGACTCCA GCGCTCCGAC GCTCTCCGCC 

8 5851 TGCCCCTCGA TCTCCAGACT GCCGGCGAGG GCGTCGATGT CCAGGTCCTC 

85 901 GATCGCCTGC CACACCCGGG CCTCGACCGG ATCGTGCCCA CCACCCACGG 
8 5 951 CTGCGACCGC CGCGGGCGGC TCCACCCAGT AGTGCTTGTG CTGGAAGGCG 

86 001 TAGGTGGGGA GGTCGACGGT ACGGGGGGTG GGGTCGGCCG GGAACCAG^CG 
86051 CCGCCAGTCG ACGGGGGCGC CGGCGGTGAA GGCGTGGGCG GCCGCGCGGG 
86101 TGAGCTGGGT GGTGTCACCG TGGTCGCGAC GCAGGGTGGG GATGGTGACG 
8 6151 GCCGTCCCCG CAGCACCGGC CTGCTGCTCG ATGGTCTCCT GGATGCCGAG 
86201 GTTGAGGACG GGGTGGGGGC TGGCCTCGAT GAACAGGCGG TAGCCGTCGG 
86251 CCAGCAGCGC TTCGATGGTG TCGGCGAAGC GGACGGGCTG GCGGAGGTTG 
863 01 GTGACCCAGT AGGCGGTGTC TAGGGCGGTG GTGTCGTCGA GGCGCTCTGC" 
86351 GGTGACCGTC GAGTAGAACG CCACGTCGGT GGTGGTCGGC TGGATGTCGG 
8 6401 CGAGCCGGTC GGTGAGGAGG TCGTGGAGCT GGTCGATCTG GGGACCGTGG 
86451 GAGGCGTACC TGACGTCGAT GACGCGGGCC CTGAGTCCCT GCGCCTCCGC 
8 6501 ATCGGCGACG ACGGCTGCCA CATGCTCCGG CGGGCCCGAA ATCACGGTCG 
86551 ACGACGGTCC GTTGACGGCC GCGACGACTA CGCCCGGCCG GTCGCCGATC 
86601 AGCTCTGCGG CCTGCTCGGC ACCGGTGCTG AGCGAGGCCA TGTCGCCGTG 
86651 CCCTTGCAGC TGACGAAGCG CGTCGCTGCG TACGGCTACG ATCCGTGCCG 
86701 CATCCTCCAG TGACAGTGCC CCCGCCACAC ACGCGGCAGC CATCTCGCCC 
86751 TGCGAGTGCC CGATGACGGC AGCCGGGGTG ATGCCGTAAT CGGCCCACAC 
8 6801 CGCAGCCAGC GAGACCATCA CCGCCCACAG CACGGGCTGC ACGACCTCGA 
8 6851 CCCGGGACAG CTCGCTCCCG TCCCCGCGCA AGACATCACT CAGCGACCAG 
8 6901 TCCACATGCG CCGACAGCGC CTGCTCACAC TCCGCGATCC GCGCCGCGAA 
8 6951 GACGGGCGAC TCGTCAAGGA GCTGGGCX5CC CATGCCCACC CACTGCGACC 
8 7001 CCTGCCCCGG AAACACCAAC ACCGGCCCAG GACCCACATC ACCGGCCACC 
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87051 CCGGCCACCA CATCCGCCGA CGCCTCACCC GCGGCCAATG CCTCGAGGCT 

87101 GGCACCAGCC TGAGCCAAGT CCCGCCCCAC GACCACGGCC CGCTGATCGA 

87151 ACAACGCGCG TGTCGTGGCC AGCGACCAGC CCACCTCGGA GACCGACGCA 

87201 TCCGCCAGCC CGGCCGCGAA CTCGCCCAGC CGCCGCGCCT GTTCACGCAA 

872 51 CGCGTCCGGC GTCCGCCCGG ACACCACCCA CGGCACGACC CCACCCGGCT 

87301 CAGCCGCCAC GGGGCCCGGC GCGTCCTCTT CCGGCGGCGC CTCCTCCAGA 

8 7351 ATCAGGTGCG CGTTCGTCCC GGAGATCCCG AACGCCGAGA TGCCTGCCCG 

8 7401 CCGCGTGCGC TCCGCCGGCC AGTCCACGGG CTCGGAGAGC AGTCGTACGC 

87451 TGCCCTGTTC CCACTGGACG TGCGGTGACG GGGCGTCGAT GTGCAGGGAG 

87501 GTCGGGAGGA GACCGTTGCG CATCGCCATG ACCATCTTGA TGACGCCCGC 

87551 GACACCGGCG GCGGCCTGCG TGTGGCCGAT GTTGGATTTC ACCGAGCCGA 

876 01 GCCAGAGCGG ACGGTCCTCC GGGCGCCCCT GGCCGTACGT GGCGATCAGG 

8 7651 GCCTGCGCCT CGATGGGGTC GCCGAGCGTG GTGCCGGTGC CGTGCGCCTC 

87701 TACGGCGTCG ATGTCCTCGG CGGAGAGGCG GGCGTTGGCG AGGGCGGCGC 

8 7751 GGATGACGCG TTCCTGGGAG GGGCCGTTGG GGGCGGCGAG CCCGTTGCTC 

87 8 01 GTACCGTCCT GGTTGGTGGC CGAACCCCGT ATCACCGCAA GGACCTTGTG 

87851 GCCGCGGCGC CGCGCTTCGG AGAGCAGCTC CAGCGCCACC ACCCCGGCGC 

879 01 CCTCGCCCCA GCCGGTGCCG TCGGCGGCGG CCGCGAACGG CTTGCACCGC 

87 951 CCGTCGGGCG CGAGCCCCCG CTGCCGGGAG AACTCGGTGA ACGAACCCGG 

88001 CGTCGCCATC ACCGTCGAAC CGCCCGCCAG CGCGAGCGAG CACTCGCCCT 

8 8051 GCCGCAGCGC CTGACTTGCC AGATGGATCG CCACCAGGGA CGACGAGCAC 

88101 GCCGTGTCGA CGGTGACCGC GGGACCTTCG AGCCCCACCG TGTAGGAGAT 

8 8151 CCGGCCCGAC ACCACACTGC CGAGGTTGCC GGTGCCGATG TACCCCTCGA 

8 8201 CGTCGCTGGC CX3TCTGGCTG ATCAGCGTCA GGTAGTCGTG GGCGCTCACT 

8 8251 CCGGTGAAGA CGCCGGTGTC GCTGCCCTTC AGCGCGTGCG GGTTCATGCC 

8 8 301 CGCGTGCTCG ATCGCCTCCC ACGCGGTCTC CAGGAGCAGC CGCTGCTGCG 
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8 8351 GATCCATCGC CGTGGCCTCG CGCGGGCTGA TGCCGAAGAA CTCGGCGTCG 

88401 AAATGGCCGG CGTCGTACAG GAAGGCGCCG TCCCGCACAT AGCTGGTGGC 

88451 CGGATGCTCC GGATCCGGGT GATACAGCGA CTCCAGGTCC CAGCCCCGGT 

88501 CGTCGGGGAA CCCCGCGACC GCGTCACCCC CGTCGCGCAC GAGTTCCCAG 

88551 AGGTCCTCCG CCGACCGGGC GCCGCCCGGG TAGCGGCAGG CCATGCCGAC 

88601 GATGGCGACC GGCTCGGTCG ATTCCTTGTC GTGGAGCCGT TGCCGGGCfCT 

88651 GGCGCAGCTC CGCGGTGACC CACTTGAGGT GATCGAGAAG CTTCTCCTCG 

8 8701 TTCGACATCT GACCCAGGCT CCTTGGCGCT ACGTGGTGAT CGGGGCGTAT 

8 8751 GAGGTTGGGG GAGGGCAAGG GGGCCGGTGT GGCCGGGGCT CATCGCGCTC 

88801 AGGACTGATC GCTGCTCAGG ACTTCCCGAA CTCACTGGAG ATGAGGTCGA 

88851 AGATGTCGTC CGCGCTCGCC GCCTCCAGAT CGGCATGGGC CGAATCAGTG 

8 8901 CCTTCCGGCC CGTCCTGCGC CGGACTCCAC TTCGACACAA GGACCTGCAG 

8 8951 CCGGCCCACG ATGCGGCGCC GGGCCGCCTC GTCCACCTCG GCCGCTCCGA 

89001 ACGCCGTGTC CCACTTGTCG AGCGCCGCGA GCACGTCGCC CTCACCTGCG 

8 9051 ACCTCGGCGC CGTCGCCGAG CTGTCCGCGC AAGTGCGTGG CGAGGGCCTC 

8 9101 GGGCGTGGGA TGGTCGAAGA TCACGGTGGC GGGGAGCGAG AGTCCGGTCG 

89151 TGGTGTTGAG CTGGTTGCGC AGCTGGACCG CGGTGAGCGA GTCGAAGCCC 

8 9201 AGCTCCTGGA ACGGCTTCGC GGCGGGAATG TCCTCCACCG TGCGGCCGAG 

8 9251 CGTCGCGGCC GCGTATGTCC GGACCTGCTG GACCAGGAAG CCGAGCCGCT 

8 9301 GTGATGCGGG CGTCTTCGCC AGCTCCTCGC GGAACGCGCT CGTCTCGGCG 

8 9351 GCGGTCCCCG TCTGCTCGGC CTCCCGCTGG TTCTCGGGAA GGTCGTCGAG 

89401 GAACGGACTG GGCCGCTGCG CGGTGAACGT CGGCGTGAAC TTCGCCCAGT 

8 9451 CGAAGTTCGC CACGGTCAGC GTGGCGTCGC CCGCGTCGAC CGCCTGGTGC 

8 9501 AGCGCCTTGA CGCACAGATC CGGAGCGATC GGGAGCAGAC CGAAGCGCTT 

8 9551 GAAGTACGTC AGTGACTCCG GGTCGGCGGA CATGCCCGCC TCGGCCCAGG 

8 9601 GCCCCCAGGC GATGGAGGTG GCGGGCAGGC CCTGGGCGCG GCGGTGCTCG 
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89651 GGGAGGGCGT CGAGGAAGTG GTTGGCCGCA CCATAGGCGC CCTGCTGGCC 

8 9701 ACTGCCCCAC ACGCCGGCGC CCGACGAGAA CATCACGAAC GCCGAGAGGT 

8 9751 CCAGGTCGCG CGTCAACTCG TGCAGGTTCC AGGCCGCGTC GGACTTCGAC 

89801 CCCAGCACCT CGCCGAGGCG CGCGGTCGTC AGATCACCGA TCGCGGTCAG 

8 9851 ATCGGTCATG CCCGCCGCGT GGATGACGGC TGTGAGGGGA TGCTCGGCCG 

89901 GCATGTCGTC GATGAGGCCG CTCAGTTGGC GGGGATCGCT GACGTCGC5aG 

8 9951 GCGGTGATGG TGACGGCGGT GCCGAGCCCG TCGAGCTCGG CGGCGAGTTC 

90001 CCGGGCGCCG GGCGCGTCGG GCCCGCGACG GCTGGTGAGG TGAAGACGGG 

90051 GGGCGCCCTG CCGGGCCAGC CAACGGGCGA GGACGGCACC GATGCCGCCG 

90101 GTCCCGCCGG TGATCAGGGT GGTGCCCCGA GGCCGCCAGG TGGCCTCGCT 

90151 GTGCACGGGA TTCTGAATGC TTCCGACGGC GTGCGTGAGG CGCCGGTGGT 

90201 GGATTCCGGT GGGGCGGACG GCGGTCTGGT CCTCGTCGTC CTGGGGGAGG 

90251 AGAGCGGCGG CGAGGCGGGG GAGGGTGTGG CGGTCGATAC GAGCGGGGAG 

903 01 GTCGACGAGT CCGGCCCAGA GGCGCGGGTG TTCGAGGGCT GCGACGCGGC 

903 51 CGAGCCCCCA GACGTGAGCC TGGAGGGGGT GGGTGAGTGG GTCGGTGGCG 

90401 GCCGTGGACA CGGCACCCTG CGTGACGGTG TGCAGGGGTG CGGTCGTGCC 

90451 GTTGTCGCCG AGGGCCTGGA GGAGAGCGGT CGTCGCGGCG agccgggcgg 

90501 gcacggcggg gtgctcgggg tgcggctcct cgtccagcgc cagcagattg 

90551 acgattccgg caagaccggc cgtgtccacc gcggccagct cctgacgtcc 

90601 cgcccggccg gtctcgaccg gatgcagccg gacggcggcc gccccgtgct 

90651 CGCTCAACGC CTCGGCGGrG GCTCGTACGG CGGGGTGCTC CGCCTTGTCG 

90701 GCAGGGACGA ACAGCAGCCA GTCGCCGCCG AGTTCCGGTG CGGGCCCGTC 

907 51 GGACCGCTGT TTCCACGTGA CGCGGTACCG CCAGGAGTCG ATGGTCGCCT 

908 01 GGTCCTGGTG CCGACGCCGC CAGCCCTTGA GCACCGGCAA cgcgggctcc 

90851 agcgcccgga ccgcctcctc gctgccctcc tccgacccca gcgtctcggc 

90901 caggagaccg agatcgagct cctcgacggc gtgccacagc TGGGCCTCGG 
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90951 CCGCACTCTG CTCACCGCTG ACGGCGCCCG AGGCGGACGC GGAACGTTCG 
91001 AGCCAGTAGT GCTGGTGTTG GAAGGCGTAG GTGGGGAGGT CGACGGTGCG 
91051 GGGGGTGGGG TCGGCCGGGA ACCAGCGCCG CCAGTCGACG GGGGCGCCGG 
91101 CGGTGAAGGC GTGGGCGGCG GCACGGGTGA GCTGGGTGGT GTCGCCGTGG 
91151 TCGCGGCGGA GGGTGGGGAC GACGGTGGCG GGGATGTCCG CCTGCTCGAT 

912 01 GGTCTCCTCC ATGCCCAGGC CCAGCACGGG GTGGGCGCTG GCCTCGAlfeA 
91251 ACAGGCGGTA GCCGTCCGCG AGAAGGGCTT CGATGGTGTC GGCGAACCGG 

913 01 ACCGGCTGGC GGAGGTTGGT CACCCAGTAA TCCGTATCCA GGGCTGTGGT 
91351 GTCCGTCAGA CGCTCGGCGG TGACCGTCGA ATAGAAGGCC ACGTCCGTGT 

914 01 TCGCGGGCCG GATGTCAGCC AGGCGTTCGG TCAGCAGATC GTGGAGCTGG 
914 51 TCGATCTGGG GGCCATGCGA GGCGTACCCG ACGTCGATGA CACGGGCGCG 
91501 CAGACCACGT GCCTCCGCAT CGGCGACCAC GGCAGCCACA TGCTCCGGCG 
91551 GCCCTGAAAT CACCGTAGAC GACGGCCCAT TGACCGCCGC GACGACCACG 
91601 CCCGGCCGGT CACCGATCAG CTCAGCGGCC TGCTCGGCAC CGGTGCTCAG 
91651 CGAGGCCATG TCACCGTGCC CTTGCAGCCG ACGAAGCGCG TCACTGCGTA 
91701 CGGCTACGAT GCGCGCCGCA TCCTCCAGCG ACAGCGCCCC CGCGACGCAC 
91751 GCGGCAGCCA TCTCACCCTG CGAGTGCCCG ATCACAGCAG CCGGAGTGAC 
91801 CCCGTAATCA GCCCACACCG CAGCCAGCGA GACCATCACC GCCCACAACA 
91851 CCGGCTGCAC GACCTCGACC CGGGACAGCT CACTCCCATC CCCGCGCAAC 
91901 ACCGCACTCA GCGACCAGTC CACATACGCC GACAGCGCCC GCTCACACTC 
91951 CGCAATCCGC GCCGCGAAGA CGGGGGACTC GTCCAGCAGC TGGGCACCCA 
92 001 TGCCCACCCA CTGCGACCCC TGGCCCGGAA ACACCAACAC CGGCCCAGGA 
92 051 CCCACATCAC CAGCAACCCC GGCCACCACA CCCGCCGAAG CCTCACCCGC 
92101 AGCCAACGCC CCCAGGCCAG CCGTCAACGC ATCGCGGTCA CGCCCCACCA 
92151 CCACAGCCCG GTGCTCGAAC ACCGACCGGG TCGTGGTCAA CGACCAGCCC 
922 01 ACATCAGCCG CCX5ACGCATC CGCCGGCCCG GCCGCGAACT CXjCCCAGCCG 
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92251 CCGCGCCTGT GCACGCAGCG CGTCCGGCGT CCGCCCGGAC ACCACCCACG 

92 301 GAACGACCCC ACCCGGCTCC TCGGCCACGG AGCCCGGCAC GTCCTCCTCC 

92351 TCCGGTGGTG CCTCCTCCAG GATCAGATGC GCGTTCGTCC CCGAGAAGCC 

92401 GAACGAGGAC ACCCCCGCCC GGCGCGGGCG CTCGCCCCGG GGCCACTTCA 

92451 CCGGGTCGGT GAGCAGGCGC AGCCCGCTGC CGTCCCACTC CACGTGGGGC 

92 501 GAGGGGGCGT CGACGTGCAG GATGGCGGGC AGCAGGTCGT GCCGCAGGGG 

92551 CAGGACCATC TTGATGACAC CGGCCACACC GGCGGCGATC TGCGTGTGGC 

92 601 CGATGTTGGA CTTCACCGCT CCCACCCACA GCGGCCGGTC CTCCGGCCGT 

92 651 TCCCGGCCGT AGGCGGAGAT GAGAGCCCCG GCCTCGATGG GGTCGCCGAG 

92 701 CGTGGTGCCG GTGCCGTGCG CCTCCACGGC GTCGATGTCC TCGGGGGCGA 

92 751 GGCGGGCGTT GGCGAGGGCG GCGCGGATGA CGCGTTCCTG GGCGGGGCCG 

92 8 01 TTGGGGGCGG TCAGGCCATT GCTCGCGCCG TCCTGGTTGA TCGCCGAACC 

92 851 CCGGATCACC GCGAGGACCT TGTGGCCCTT CCTGCGGGCG TCGGAGAGAC 

92 901 GCTCAAGGAG AACCACCCCC GTACCCTCCG CCATGCCCAT GCCGTCGCTG 

92 951 CTCGCCGAGA ACGGCTTGCA CCGTCCGTCG GGGGCCAGGC CGCGCAGTTC 

93 001 GCTGAAGCCG ATCAGCGGGG CGGGCGACGA CATCACGTAC GTGCCGCCCG 
93 0 51 CCAGCGCCAG CGAGCACTCC TGTGTGCGCA GGGCCTGGGT GGCGAGGTGA 
93101 AGGGAGACCA GCGACGAGGA GCACGCCGTG TCGACCGTCA CCGCGGGGCC 
93151 TTCGAGGCCC AGGGTGTAGG CGACGCGGGC GGAGGTGACG CTGCCGGAGT 
932 01 TGCCGATGGT GAAGTATCCG GCGGTGCCCT CGGGGACCTC GGACGCGCCG 

932 51 AGGGCGTAGT CGAGTCCGTC ACAGCCGATG AAGGTGCTGG TGTCGCTGGA 

933 01 GCGGAGGCTG AGGGGGTCGA TGCCGGCCCG TTCGATCGCC TCCCACGCCG 
93351 TCTCCAGGGC GAGCCGCTGC TGCGGCGCCA TGGCCGCGGC CTCGGTGGGT 

934 01 CCGATGCCGA AGAAGGTGGG GTCGAAGTCA CCGGCGTCGT AGACGAAGCC 
934 51 GCCTTCCCGG ACGTAACTGG TGCCGGTGCT CTCGGGGTCC GGGTCGTAGA 
93 501 GGGAATCGAG GTCCCAGTTG CGGTTGCCGG GCAGGGGCGC GACGGCGTCG 
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93551 
93601 
93651 
93701 
93751 
93801 
93851 
93901 
93951 
94001 
94051 
94101 
94151 
94201 
94251 
9430.1 
94351 
94401 
94451 
94501 
94551 
94601 
94651 
94701 
94751 
94801 



CCGCCGGTGG AGACCAGCTC CCAGAACTCT TCGGGAGACC GGACTCCGCC 
GGGCAGCCGG CAGGCCATGC CGATGACCGC GACCGGTTCG TGGCCCGCCG 
ACTCGACGTC CTGCAGCCGG CGTTCCGTCT GACGCAGGTC CGCGGTGACA 
CGCTTGAGGT ATTCCAGAAG TTTCTCTTCG GTGTGCGCCA TCCCGGTGAC 
AACCGCCCCT CTCCGCGAGA ACAGACCGCA GACTCGTCGA CGGCGCTAAA 
GCCCTCCTAA TACTCGGCTG TGTACCGCTC GCTGCCACGG GTGTCCGCAC 
TGGTCGGAGG CTCCGGCCCA GGGAACAGGG GCTTTCTTAG GGGCGCTTAA 
GCGGTGCCTG CCAGGGTGTG CCGGTGTCAG GCCGTCACGC CCTGATCAGC 
GGCGTCGCCC GTGCCGTGCC CGTGCGGTCG GTGGGCCTGA CCGTCGGTCC 
GGACAACGCG AAGCGAGGCA TCGTGCCCAT CACGGATAGC AAGCCGGCCG 
CCACATTCCC CGACCTGGTC GACCCGTCGT TCTGGGCGCG GCCGCACGCG 
GAACGCGTGG CGCTGTTCGA GGAGATGCGC GGGCTGCCGC GGCCGGCGTT 
CATCCGGCAG AACATGCCCG GCGTGCCCTG GACGTTCGGC TACCACGCGC 
TGGTCAAGTA CGCGGACATC GTGGAGGTGA GCCGCCGCCC GCAGGACTTC 
TCCTCGAACG GCGCGACCAC CATCATCGGT CTGCCGCCCG AGCTGGACGA 
GTACTACGGC TCGATGATCA ACATGGACAA CCCGGAACAC TCGCGGCTGC 
GGCGCATCGT CTCGCGTTCC TTCGGCCGCA ACATGATCCC CGAGTTCGAG 
GCCGTGGCGA CCCGCACCGC CCGCCGCATC ATCGACGAGC TCATCGCGCG 
GGGACCCGGC GACTTCATCA GGCCCGTCGC CGCGGAGATG CCCATCGCCG 
TGCTCAGCGA CATGATGGGC ATCCCGGCGG AGGACCACGA CTTCCTCTTC 
GACCGGTCCA ACACGATCGT CGGCCCCCTC GACCCGGACT ACGTGCCGGA 
CCGGGCGGAC TCCGAACGCG CGGTGATCGA GGCGTCACGC GAACTCGGCG 
ACTACATCGC TGGCCTTCGT GCGGAACGGC TCGCCGCCCC CGGCAACGAC 
CTCATCACCA AGCTCGTGCA AGTCCAGGCG GACQGCGAGC AGTTGACGCG 
GCAGGAACTC GTCTCCTTCT TCATCCTGCT CGTCATCGCC GGGATGGAGA 
GCACCCGCAA CGCCATCTCG CACGCGCTGG TACTGCTGAC CGAGCATCCC 
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94 851 GAGCAGAAGC AGCTGCTGCT CTCGGACTTC GACACGCACG CGCCGAACGC 

94 901 GGTCGAGGAG ATCCTCAGGG TCTCCACGCC CATCAACTGG ATGCGGCGCG 

94 951 TCGCCACCCG CGACTGCGAC ATGAACGGCC ACAGGTTCCG CAGGGGCGAC 

95001 CGGATCTTCC TGTTCTACTG GTCGGGCAAC CGGGACGAAT CCGTCTTCCC 

95051 TGACCCGTAC CGGTTCGACA TCACGCGCGG GACGAACGCG CACGTCACGT 

95101 TCGGCGCGGT GGGCCCGCAC GTCTGCCTCG GGGCCCACCT CGCCCGT^TG 

95151 GAGATCACCG TCCTGTACCG GGAGCTGCTC GCGGCGCTGC CCCAGATCCA 

952 01 TGCCGTGGGG CAGCCCCGCA GGCTGGACTC CAGCTTCATC GAAGGGATCA 
95251 AGCACCTGCA CTGCGCCTTC TGAGCACATA CGCTTCCCTC TGCGCATGTG 

953 01 CGCTCACGAC GCTCCGATCA GCGACTGCCA ACGACTGTCA GCGACCGGAC 
95351 AGGGCCAAGG GCGGTGGGGA CATCAGGTGC ATGTCACCCG CGAGTATGGC 

954 01 CCGCTGCAGC TCCTGGAGCG GGCGCCCGGG TTCGAGCCCC AGCTCGTCGT 
95451 TGAGCGTCTT GCGCACCGAC TGGTACACCT TCAGCGCGTC CGCCTGCCGC 
95501 TCGGAGCGGT AGAGCGCCAG CATCAGCTGG CGGTAGAACG CCTCGCACAT 
9 5551 CGGGTTCTCC GCGGTGAGGG CGTACAGCAT GCCCACGGCC TCGCGGTGCC 
95601 GGCCGAGCTG GAGCTGGCAC TCGACGAGCA TCTCCTGACA CTCCAGGCGG 
95651 ATCTCGGTCA GCCAGGTCGA GAAGCCGTCG ATGATCGGGC CGTTGGTGCC 
95701 GGGACCGTTC CCGCCCTGCC CGAGGATCGG GCCGCGCCAC AGCGCGAGCG 
95751 CCTGCCCGAA ACAGGAGGCC GCCTCGTCGA ACCGCTTCTC CCTGAGCAAC 
958 01 GACCGCCCCA CGTCCACCAG TTCGGGGAAG ATCTGGGCAT CGATCTGGTC 
95851 GTCGTCCCGC TTGTGCAGGA CGTACCCCGG CGCACGGGTC TCGACGGGGT 
95901 TGCCCGCCGA ACCGGGCACC TTGAGGAACT TGCGGAGCTG GGAGATGTAC 
95951 ACATGCAGTC CCGCCGTGGC GCGCCGCGGC AGGTCCTCGC CCCAGATCTC 
96001 CCGCATCAGC TGCTCCAGGG AGACCACCCG GTCGGCGCGG ATGAGGAGCA 
96051 CGGTGAGGAC GATCTCCACC TTCTGGGCGT TGATGGTGGC GTAGTCGTTT 
96101 CCGTCCTTGA TGCGGAGCJGG GCCCAGCATT TCGTATCTCA CCGAGCGTTC 
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96151 CCCCTTGCTG TCGCACGCTG CTGCGCACTG TCGGCCAGGG CCTTGGAGAT 

962 01 GACTTCCGTG ACGCCCTGCT GGTGCGTGTT CAGATAGAAG TGGCCCCCGG 

96251 CGAAGACCTT GAGGTCGAAG GGGCCTTCCG TGTGCTGCTG CCAGGCCTCG 

96301 ACCTCGTCCA GCGGCGCCTG CGGGTCCCGG TCGCCCACCA GGGCGGTGAT 

96351 GGGGCAGGAC AGCGGCGGCG ACGGGTTCCA CCGGTACAGC TCGACCGCCC 

96401 GGTAGTCGTT GCGGACGACC GGGATGATCT CCGCGAGCAG TTCCTCGffcG 

96451 TCCAGGAACC GCGGGTCAGT GCCACCGGCC CGGCGCAGCT CGGCGGCCAA 

96501 CTCGGTGTCG TCGAGGAGGT GTACGGTGCC GCGCCGGAAG CGGGACGGCG 

96551 CGCGGCGTCC CGAGACGAAC AGCCGGCAGG GCTGCTTCCC CGTGCGCTCG 

96601 CGGAGCCGCT GGGCGACTTC GTAGGCGAGG ACGGCGCCCA TGCTGTGGCC 

96651 GAAGAACGCC AACGGGCGGT CGTCGAACGG GCCGAGCGCA TCGGTGATGA 

96701 GGTCGGCGAG TTCCCCGATG TCGTCCAGGA GCCGCTCTCT GCGGCGGTCC 

96751 TGTCGCCCGG GGTACTGCAC CGCGAGGACC TCGCTGTCGG TCGGGAGAGT 

96801 GGGGGATTGC GCAAGGGGGT GGTAGTAGGA GGCCGAGCCG CCCGCGTGGG 

96 851 GGAAGCAGAC CAGGCGAACG ACGGCTTCCG GTCGGGGCCG GAAGCGACGT 

96 901 ATCCAAGGGT CCGACATATC GGGTGGGGGG AAGGCAGACA AGATCTTTCC 

96951 CTTCGCCAGG AACGCTGACA ACGGTGTGTC GCCACATCAC ATAGCCGCTC 

97001 CTGATCATGC GCAGCTCAAA GTTTAAACGG CAACGTCGCT AACGGGGGAG 

97051 CAGGGCGGAA TCAGACATTC CCCATCCTTT ATTCCGCGAT TCTTACGTGA 

97101 TCGAATCCCG GCGGCCAAGA TGGAGTAAAT TTCAATATGA ATGCTTAACG 

97151 CCGCACAGCT TGTACGGCGG GCCGCCCGGG CGGTGACTGG CGTCCCTGCC 

97201 AGCCGTGATG GCCTGACGAG GCCTCCGGGA TCCATCCCCC GCCCGCTGTC 

972 51 GCCGAGTTCT TTGCGGGATT ATTACGTTGC ATTGGTTTGC TTCGTGGCCC 

973 01 GGGCCGTTGG CCTGCGCTAT TTGGCAGCCT TCCGTCATGG GTGGTAAAAG 
97351 ATCGCCTTTC CCCTCTGGGG TGCCGGTCGA GCTGGCCTCG ACCGCGATTG 

974 01 TGGCTTGTTG TTTTCTTGTG GCGCCGCGTG TGAAACAGCG GCAGTTGGCC 
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97451 ACTCGCTCTG ACAGGCTCCG GGGACGGGGT TGTCACCTTT TGGGGTGACT 

97501 GGCCTCGTTC AAGGCGTCCT GGCCCGTGGT GCATCCGCGA TCGTCGTGCC 

97551 ATGGGTGAAG TGGGAAGGAG CACAGAACGA TGAGCGAGAG CATGGCGTGG 

97601 CTGACGCGGG ACGTCCGCAA GGCCCGCAAG GAGGGCAGTG CGGGGACCGC 

97651 GCGGCGCGGA GCCGACCGGC TGGCGGACCT GGTCGCCCAC GCCCGCTCGG 

97701 CGTCGCCGTA CTACCGGGAG CTCTACCACG GCCTGCCCGA GCGGATCC3?VG 

97751 GACCCGACGC TGCTGCCGGT GACGGACAAG AAGCAGCTGA TGGACCACTT 

97801 CGACGACTGG CCGACGGACC gHgACATCAC CTTCGAGAAG GTCCGCGCGT 

97851 TCACCGACGA CCCCGAGCTG ATCGGGCGGC GCTTCCTCGG CCGCTATCTG 

97901 GTGGCCACCA CGTCGGGCAC CAGCGGCAGG CGCGGCCTGT tcgtgctcga 

97 951 cgaccggtac atgaacgtgt cctccgccgt ctcctcccgg gtgctcgcct 
98001 cctggctcgg ccccctcggc atcgcccggg ccgtcgtcca cggcggccgc 
98051 ttcgcccaac tcgtcgccac cgagggacat tacgtcggct tcgccggata 
98101 ctcccgcctg cgccaggacg gcggagcgcg cagcaagctc gtccgcgcgt 
98151 tctctgtgca cgagccgatg tcacgtctgg tcgccgaact caacgagtac 
98201 cggcccgcgt tcgtcatcgg ctacgccagt acgatcatgc tgctcaccgc 
98251 cgaacaggaa gcgggccggc tgcacatcga cccggtgctg gtcgagcccg 
98301 cgggcgagac gatgaccgag agcgacaccg accgcatcgc tgcggcgttc 
983 51 ggcgccaagg tgcgcacgat gtacagcgcg accgagtgca cctacctcag 
98401 ccacggctgc gccgagggct ggtaccacgt caacgacgac tgggccgtgc 
98451 tcgaaccggt cgacgccgac caccggccca ccccgccggg ggagttctcg 
98501 cacaccaccc tgatcagcaa cctcgccaac cgcgtccagc cgttcctccg 
98551 ctacgacctg ggcgacagcg tcatgctccg ccccgacccc tgcccctgcg 
98601 gcaccccctc gcc0gcx3atc cgggtccagg gcaggtcggg cgacatcctc 
98651 accttcccct cgggccgggg cgacgacx3tc agcctcgccc cgctcgcctt 

98 701 cagcagcctc ttcgaccgca tgcccggagt cgagctcttc cagatcgagc 
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98751 AGACCGCGCC GTCGACCCTG CGCGTCCGCG TGGTCCAGGC GCCCGGCGCC 

98801 GACGCGGACC ACGTGTGGCA GCGGGCCCAC GACGGGCTGA CCCACCTCCT 

98 851 CGCCGACAAC AAGCTCGACA ACGTAACCGT CGAACGGGGC GAGGAGCCGC 

98 901 CGCGGCAGGC ATCCGGCGGC AAGTACCGGA CGATCATCCC GCTCGCCGCC 

9 8951 TGAACGCTCG CCGACTAGCC GCGCGCCGCC TGAGCTGCTC TCACCGCGCG 

99001 TACGGGCGCA GCGGAGGCTC CTCGTCGACC CACGGCTGGC TGTGGATCT^G 

99051 CAGCTCGATC GGGAAGTTCA GCAGGCCGGG CAGGGCGTCG ACGGCCTCCT 

99101 GGCTGTTGAG CGGCATGACC gHcTTGGCGC AGTGCGCGCG GTCGATGCGG 

9 9151 CTCGTGTCGG CGGGACCGGG GTGCTCGATC GCATCGGCGA CCAGGTCGTA 

99201 GCTGACCTGG TCGACGACCA TGGCGATGTG GGTCGGCCAC GGCCGACCCG 

99251 GACAGATGTC CTGGACGCCG ATGCGGTGGG cgcccggcag cgacggcgcc 

99301 TCCCCGTCGG CCACCACGGA CTCGTCGGCG TATGAATAGA tcgtggtgta 

99351 CGACGGTCCT GCGGGCATGG GCGTGCCGTC GGCGCCCAGA GCCTTCGACC 

99401 AGTTCGAGTC GCGGGCGAAC TGCAGGACCG ACGCCGGGCA GCCCGCCACC 

99451 TCGGCGATCG GGCGGCAGGG CGAGGCCAGC CGGGTCCCCT GGAACGGGGA 

99501 GCCCAGGGTC ACCATGTCGT CGACCTTCCC CGGCAGGTCC GGCCAGAAGC 

99551 GCAGGGCCCA CGCCGTGAGG AGGCCGCCCT GGCTGTGCCC GACGAGATCG 

99601 ACCTTCCGGC CGGTGGCCTC CTGGATCGCG CGGGTCGCGT ACACCACGTA 

99651 CTCGACGGAC TCCTGCATGT CACGGAGCCC GCGACCGGGA GAATCCACCC 

99701 AACAGGACTG GTAGCCCTTC TTCTTCAACT CGGCCATGTA GTTCCAGGCG 

99751 TAGTTCTCCT CGCCCTTGAG GCCGGTCCCG GGCACGAAGA GGACGGTCGG 

9 9801 CTTGTCACCG GCGTCACGCA GGTCCCCCAG CTCCGTCCCG CAGTGCAGCG 

99851 CCTTGGCGAG CTCGGCCGCC GGTATCTCCA ACGGGGGAGA GGAAACATCC 

99901 GCCGCCGAAG CGGCX3GAGGC CGGAAGCACG GTGGCGGCCA GCACGGCCGC 

99951 CACGAGTCCG CCGAGCCATG AGGACAAGCG CACGGTGACC TCCACAGGAA 

100001 CCTTCACGAG TGAGCGGAAA CTCCCTCCGG AGGGAGCACC TCATCGTGCG 
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100051 GCGGCGCCAC AGTAGCCGTC AACTGCCCCA CGGGGCTGAG TAGTTGACAG 

100101 TTGGCCGGGC TCGGCCGGCG AAGCGCCCGG GCCCCGCCGC CCCGCGCCGT 

100151 GCGCGAGGGG TCCGTGACCT GGGTGGACGG TCCGGTTGGA CATCCCGGGG 

1002 01 GAGCCTCTGG CATGGTCGCC CGTCCGTCCC CCTCAAGAAC CGAAGGGAGC 

100251 GTCACGATCA CGATGATCGA AGTCAGCACG CGCAGCATGA AGGAAGCGGC 

100301 TGCCGCCGAG CAGCTCCGCG CGGAGACCAC GACACTGGAC ATTCCAaSgG 

100351 GTTTCGACCT GTGGACGGCC GACGAGATCG CGGAG.TGGCT CGACGGCGTC 

100401 GAGGACGACC CGGCAGTCTC CGACGCCGAC TTCTACGCGG CCCAGCAGCG 

100451 GTGCGACGGG TCCTCGGCAC CGAGGGCACC TGACCCGCCG GCGGCCCTGC 

100501 GCGGCCCTAC GTGTGCAGCG CCCCGTCCTC CTCCACATGC CCCTCCGGCT 

100551 CCAGCTGGAT CGTCGAGTGG GCCACGTCGA AGTGGCCCCC GACACACCGC 

100601 TGAAGGCGCC CCAGGAGCTC CCCGTACCCG CTCGCGAGAG CCTCCTCCGT 

100651 GACCACCACG TGCGCGGTGA GCACCGGCAT CCCCGAGGTG ACCGTCCAGC 

100701 CGTGCAGATC GTGCACGGCG ACCACGCCCC GCTCCTCCAG CAGGTGCCGG 

100751 CGCACCTCGC CGAGGTCGAC GTCCTGCGGG GTCGCCTCCA GCAGGACGTG 

100801 CAAGGAGTCC CGCAGCAGGC CGTACGCGCG CGGCACGATC AGCAGGCCGA 

100851 TGACGATCGA CGCGATCGGG TCGGCGGCCT GCCACCCCGT GAGCAGGATG 

100901 ACCAGGCCGC CCACGATCAC CGCGACCGAG CCGAGCGCGT CGCCCAGCAC 

100951 CTCCAGGTAC GCGCCCCGCA GATTGAGGCT CTTCTCCTTG GCGTCCCGCA 

101001 GCAGCCACAG GCCCACCAGG TTGGCGGCGA GCCCGCCCAG CGCGACCACG 

101051 AACATCAGGC CGCCCTTCAC CTCCACCGGC TCGCTGAACC GGCCGATCGC 

101101 CGACCACAGG ACCCAGGCGA AGATGACGAC CAGGAGCAGC GCGTTCAGGA 

101151 CCGCGGAGAA GATCTCCACG CGGTAGAACC CAAAGGTGCG CCGCGGCGTC 

101201 GGCGCCCGCT GGGCGAGGGT GATGGCACCG AGGGCCAGCG AGACGCCGAC 

101251 CX5CGTCGGTC AGGCTGTGCG CGGCGTCGGC GAGCAGCGCG AGGCTGCCGG 

1013 01 ACAGGAGCGC GCCGACCACC TGGATGACGG TGATCGAGCC GCTGATGCCG 

-78- 



.'v^s^:Mj^5CI/Ga.aiD[./.0..2 0 
1 1 SEPTEWBER'ioOO 



101351 ATGGTCCACA GCAGGCGCTT GCGGTACGTG CCGCTGAGAG TGCCGCCCGC 

101401 CGCCCCGGCG GACGGACCGT GGTCGTGCCC CATGCCCGCG AGTGGACCAC 

101451 GGCGGCGCGG CACCCGCCAC CGAGCGGCCG CCGGTCGGCT CAGTGCAGCC 

101501 GGGCCTGGGT GGAGGTGTCG CGCTGGTGCG GGATGCCGAG CGGCGGCGGC 

101551 AGCTCGCCCT GCTGCACCCT GACCGTGCGC ACGGGGGCGG GGACCCGGAT 

101601 GCCCTCGGCG CGGTAACGCT GGTGCAGGCG CTTGATGAAC TCGTGCTTGA 

101651 TGCGGTACTG GTCGCTGAAC TCGCCGACGC CGAGGATCAC CGTGAAGCTG 

101701 ATCCGCGAGT CGCCGAAGGT GTGGAAGCGG ATCGCCGCCT CGTGGTCGGG 

101751 GACCGCGCCG GTGATCTCGG CCATCACCTC GTCCACCACC , TCGGTCGTGA 

101801 CCTTCTCGAC CTGCTCCAGG TCGCTGTCGT AGCTGACCCC GACCTGCACC 

101851 ATGATCGACA GCTCCTGCTC GGGGCGGCTG TAGTTGGTCA TGTTGGTGCC 

101901 GGCGAGCTTC GCGTTGGGGA TGATGACGAG GTTGTTGGAG AGCTGGCGGA 

101951 CCGTGGTGTT GCGCCAGTTG ATGTCGACGA CGTAGCCCTC CTCCCCGCTG 

102001 CTGAGCTGGA TGTAGTCGCC GGGCTGCACG GTCTTCGCGG CGAGGATGTG 

102051 CACGCCCGCG AAGAGATTGG CGAGCGTGTC CTGCAGTGCG AGGGCGACCG 

102101 CGAGACCTCC CACGCCGAGG GCGGTGAGCA GCGGTGCGAT GGAGATGCCG 

102151 AGGGTCTGAA GGACGATGAG GAAGCCCATC GCGAGCACCA CGACGCGGGT 

1022 01 GATGTTCACG AAGATGGTGG CCGATCCGGC CACTCCGGAG CGGGACTGTG 
102251 CCACGGCCTT CACCAGGCCG GTGACGATCC GGGCCGCCGT GAGCGTGGCG 

1023 01 GCCAGGATGA GCAGCGCGGT CAGCGTCATG GTGACGTTGC GTCCGGTGCG 
102351 CGGCGTGAGC GGCAGCGCGC CCGCCGCGGC GGCGAGCCCG GCGGTGATGG 

1024 01 CCGCGCAGGG CACGAGGGTG CGCAGGGCGT CGACGATGAC GTCGTCACCG 
102451 CTCCACCGGG TTTTGCTCGC CCX3TTCGCCG AGCCACCTCA GAAGTGCGCG 

1025 01 GAGCAGCAGC CCGGCGACGA CGCCGGCGAC GACCGCGATA CCGGCCACGA 
102551 TCCAGTCGTG CAGTGTGAGG GCACGGGTCA TCAGTTCGCT CCCGTCGTAC 
102601 GGGGGGAGTG CGCCTGTGTG GGGCGTATGT GATGTGACGT CACCTTGTGA 
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102 651 TACCTGCTCG ATTCCGGGGA GTGCGGTCAC GCCGGGACGA GAGCTCGGTT 

102701 CCGGCGCGGA CGTCATCCTG CCCCATCCGC CCACGGCAGG CGTGCATACC 

102751 CCCACCTGGA TCTTCACAGA CCGGCCACGT CTGTCCATGC GCCGATGAGC 

102801 GCGCTGCCCG TGGTAAAGCA TTGAGTCAGG CGATTTGGCC ACTCGGCACT 

102 851 CGGCGGACCG GTCGAGCCGG TCGATCTACG TGAGCGGAGG CGGTTGAGCA 

102901 TGGCGTCCAT GTGCAGACCC GGAATGTCAC CCGTCAATTC GCACAACC^XG 

102 951 TGGGATCCGC TGGAGGAGAT CATCGTCGGG CGGCTGGAGG GCGCGACCAT 

103 001 TCCCTCCAGC CATCCGGTCG tSgCGTGCAA CATCCCGACC TGGGCGGCAC 
103 051 GGCTGCAGGG TCTCGCCGCC GGGTTCGAGT ATCCGCAGCG gctgatcgag 
103101 CCGGCGCAGC AGGAGCTCGA CCAGTTCATC GCTCTCCTGC AATCCCTCGA 
103151 CGTCACAGTG AGACGGCCGG CGGCCGTCGA CCACAAGCAC CGCTTCGGGA 
1032 01 CCCCCGACTG GCAGTCGCGC GGCTTCTGCA ATTCCTGTCC GCGGGACAGC 
103251 ATGCTCGTCG TCGGCGACGA GATCATCGAG ACCCCGATGG CGTGGCCGTG 
103 3 01 CCGCTGTTTC GAGACGCACT CGTACCGCGA ACTCCTCAAG GACTACTTCC 
103351 GGCGCGGCGC GCGCTGGACG GCGGCGCCGC GCCCCCAGCT CACCGAGGCC 
1034 01 CTGTACGAGA AGGACTTCCG CCCTCCCGAG GAGGGCGAAC GATGCGCTAC 
103451 ATCCTCACCG AGTTCGAGCC GGTGTTCGAC GCGGCGGATT TCGTGCGGGC 
103501 GGGCCGCGAC CTGTTCGTGA CGCGGAGCAA CGTCGCCAAC CTGCTGGGCA 
103551 TCGAGTGGCT GCGCCGCCAC CTTCGGGCCG GAGTACCGCG TGCCACGAGA 
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